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Abstract

Gut microbiota plays an important role in human body. It aids in the digestion and
absorption of nutrients, synthesis of vitamins, stimulation of immune function, and prevention of
pathogen colonization. Recent evidence has revealed that an altered composition of gut
microbiota contributes to the development of obesity and insulin resistance through harvesting
more energy from the diet and storage of excess energy as fat in adipose tissue. Non-alcoholic
fatty liver disease (NAFLD) is often associated with the presence of obesity and metabolic
syndrome. More recently, it has been reported that gut microbiota may play a crucial role in
pathogenesis of NAFLD and non-alcoholic steatohepatitis (NASH). Change in gut microbiota

causes gut leakiness which leads to bacterial translocation and metabolic endotoxemia, which
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in turn induces liver inflammation. Modulation of gut microbiota by means of probiotics may be

a new therapeutic approach for NAFLD and NASH.
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