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Screening of antagonistic bacteria for control bacterial wilt disease and
promote growth of pepper seedling
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0 @i warluvesiundmin Wevszifiunismuaulsaiiondoluaninlsaiounnass wuin nssisly Bacillus-NTS3
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TsA 53.33% wazdvdarmuussvedian 25 % lurasiinssiBauauiivgnide R solanacearum iitssegnaendininn
TsA 100% wagduiausuussvedlsail 83.33 %
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ABSTRACT: The objective of this research was to screen the antagonistic bacteria to control bacterial wilt disease
caused by Ralstonia solanacearum and promote the growth of pepper seedling. The Streptomyces-PR15,
Streptomyces-PR87 and 34 isolates of Bacillus spp. were screened for inhibition the growth of R. solanacearum
(biovar 3 and 4) by dual culture bicassay. The result showed that both of Streptomyces isolates inhibited the
growth of all tested R. solanacearum isolates. For antagonistic Bacillus spp., Bacillus-Ba046, Bacillus-Ba032,
Bacillus-Ba028, Bacillus-Ba033 and Bacillus-NTS3 strongly inhibited the growth of tested pathogen isolates with
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diameter of clear zone of 26.53 - 34.10 mm. The 22 isolates of tested antagonistic bacteria produced IAA ranking
from 3.26-17.86 microgram/milliliter. The Streptomyces-PR87 and Bacillus-Ba046, Bacillus-NTS3, Bacillus-Ba033
were selected for further studies in laboratory and green house. Soaking pepper seeds in cell suspension of tested
antagonistic bacteria at 1x10° cfu/ml for 1 hr. prior blotter test did not had negative effect to seed germination
percentage. However, the growth of seedling was significantly promoted by tested antagonistic bacteria. The
endophytic capability was assessed. The Bacillus-Ba046, Bacillus-NTS3 and Bacillus-Ba033 were behaved as
endophytic bacteria which located internal of root, shoot and leaf tissues of pepper seedlings. For testing ability
to control bacterial wilt disease in green house, the Bacillus-NTS3 was highly reduced disease incidence and
disease severity index as 40.00 and 31.67 %, respectively. The Streptomyces-PR87 treatment showed 53.33 % of
disease plant and 25 % for disease severity index, while control treatment showed 100% of disease incidence and
83.33 % of disease severity index.

Keyword: biological control; Ralstonia solanacearum; bacterial wilt disease; plant growth promoting bacteria
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Liduadouvaiidet deddasuitusiisudadowafiFeld wiasufihuslundguilfinmunuarliuusiiildeuaulse
i Flsiditosialuduldasadauaslse madadentusfvdumilsaiisdidedinsuionnmneumainaisms
Frnmvssdoanlan R solanacearum fnudulnylutssmelnednaglu biovar 3 ua biovar 4 wuavnansemuAslse
flnelfidouuaiizeufinsiifianuannsadudade R solacearum 1#n¥reiis biovar 3 uaz biovar 4 waziiAnuanansaly
nsdaatunssgiulavesiiv srensedusuiivliuusdundeniud adumadennifdsdudmiunmsaunailsaiien
denveandn wagivdu 1 Tnengudeufiinuiifdnenimunnde wafiGenduieulalus (endophytes) Sarmanunsasislu
mié’vg’aL%aa'nmiiﬂﬁsalﬁmmwﬁm Freidunisiasyivlavesiivuazifiunandniis Inerunalnsng q wu wilvfalden
swearlaiailosnnUdesioulesiosnintisaraereamniignaielilufuliazanseenumiliivanansathlUl4ld 9aene
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y3olulmnunsta (Rosenblueth and Martinez-Romero, 2006; Hardoim et al., 2015) L%EJLLUﬂﬁL%EJLauIﬂlﬂl\lﬁﬁﬁﬂﬂﬂﬁﬁ
nsAnuAdedusiuruannldun wu Bacillus spp., Streptomyces spp., Pseudomonas spp. Wag Paenibacillus spp.
Wu@u (Rosenblueth and Martinez-Romero, 2006; Eljounaidi et al.,, 2016) a1n3a1u3qe Fladnundeu fUn
Streptomyces spp. wudﬁﬁwmalaimamﬁmmsa%gu%ﬁjLL‘Uﬂﬁﬁ'aLLazL?gaiwmLmiiﬂﬁﬁwﬁ@maaﬁmﬂwgﬁa Taun
Streptomyces-PR15, Streptomyces-PR33, Streptomyces-PR84 W a ¢ Streptomyces-PR87 @11 150 ¢ U Ejgﬂ L%JEJ R.
solanacearum @119 l3A Wigderveansnuazuzidoma (usn3, 2552), Streptomyces-7, Streptomyces-13,
Streptomyces-15, Streptomyces-22, Streptomyces-23, Streptomyces-42, Streptomyces-55, Streptomyces-74,
Streptomyces-78, Streptomyces-84, Streptomyces-87, Streptomyces-95, Streptomyces-108, Streptomyces-128,
Streptomyces-PR8 wa Streptomyces-PR12 anansadudiaie Acidovorax citrulli ANVALIANALUILUATIS BT DINY AT
wae Didymella bryoniae mLwﬂﬁﬂﬁuummﬂmma&ﬁmnﬁum (fimsns, 2548), Streptomyces-PR13, Streptomyces-
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PR15 way Streptomyces-PR87 annsadudade Fusarium spp. @valsAneninA1uveIll (Udaas wasinyssni, 2559)
dauﬁmmﬂﬁﬁaﬂﬁﬂﬂﬁ Bacillus spp. vimamaﬂ’uﬁjﬁﬁamumsé’uf»_“?qmm%zysuaaL%aaﬂl,miiﬂﬁﬁulﬁwammﬁm \u Bacillus
subtilis-PRKKU.1, Bacillus-BK, Bacillus-NTS3, Bacillus-MS4, Bacillus-029, Bacillus-032 wag Bacillus-033 @1u15a8u é’?ﬂ
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naaoulszansninlunisdudate R solanacearum biovar3 uag biovar 4 M3auaulsafisnTonardaaiunis
Wydulavesiunsnluanmiesufoinsuaslsaieunnans nuiussdiunginssunisdueulalid iiednidenlelaan
fonngaulumstaniduiafasinugulsaisndouasdodiunandamsniunsugnuinuuuialy wulasas uie
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1. nagauuszansnmnisiluufiiing sewdie Ralstonia solanacearum laewaiia dual culture bioassay
138 R solanacearum 31w 5 Tolwian M wundu biovar 3 wag biovar 4 wunldaNNINLazULLADWMAIN
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miLgﬂﬂL‘ﬁaLLUﬂﬁﬁﬂﬂﬁﬂnﬁ: ﬁ?L%@LLUﬂﬁL%Hﬂﬁﬂﬂﬁ Streptomyces—PR15, Streptomyces-PR87 wag Bacillus
spp. $1uau 34 leleanillésuniseyaesiann seas. iwsin sssuiugana wmadeu Tne Lde Streptomyces-PR15 was

Streptomtces-PR87 L@83UUDINIT arginine glycerol mineral salt agar (AGMA) (Dhingra and Sinclair, 1995) Umﬁqmmqﬁ

28% 1 Juan 7 fu dwide Bacillus spp. 34 lolyian fiuldnaaau Ae Bad2, Bad27, Ba028, Ba029, Ba030, Ba032,
Ba033, Ba037N, Ba038, Ba039, Ba040, Ba042, Ba046, Ba096, BK, BS, HMP, HMB, PSK, NTS3, MS4, PP00202, PP00203,
PP00205, PP00205-1, PP00403, PPO0A0T, PPO0506, S32 Waw 533 dauenldanuuassineg auiiszylilu Table 1. than

eaune1ms NA Uuilgamadl 28°%% Uuiian 48 .
Dual culture bioassay: 14 cork borer %quLﬁuﬂﬁuﬂuéﬂaﬂa 0.6 . Lmz%uiuﬁﬁlﬁla Streptomyces-PR15,

Streptomyces-PR87 %3e Bacillus spp. 34 laloian 135yey wazeiuiuasuuems NA finie R. solanacearum usiay

lolwian Taswafia dual culture bioassay #autasisann Harrs et al. (1989) Unidoflguungf 28% \Huiian 48 vu.
YAABY 3 61 29UKLNITNIAABILUY completely randomized design (CRD) t3suLiisuiunssuisaiunu Ao Jufuoimis
wzdsate Taduriguinansesala (clear zone) thlilFouifisunnuuandansadiveseuaninsalunisdudanig
Winyvendeaumlsaiy Ssuifisuauuandsnsadnlagldlusunsy STATISTIX 10 #e35 Least significant difference
(LSD)

2. MAFUANENTATUNITEUATIZI Indole-3-Acetic Acid (IAA)

a ) &
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U
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LLé’ﬁﬂéﬁa%ui’uaﬂwaa@maaaﬁﬁmmi arginine slycerol mineral salt broth (AGMB) U31105 5 ua. finas 2 mM
tryptophan Lwginm3) 150 seu/unit figamgiivies iunan 7 3u

ﬁ’m%’uﬁ‘?@umﬁﬁ'aﬂﬁﬂﬂﬁ Bacillus spp. lelewansing 9 thandssuueims NA Wuna 2 Su deleladifondss
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NAABILUY CRD n3uifar 5 41 lnreudheugndundldfnuatssindundninudusaduasuuiuasstoufingd
naaouluusaznssuds Faanududu 0D,y Wity 2 @unan 30 wad drunssudan 1 way 2 Wudluhiendewny
fuiinua Srwrusudulsaudrduaniuesifudnisinlsauasdvdniusunsaweslsaniugnsiiivunlidnsdns
Wiguisuanuuaneslunisanalagldlusunsy STATISTIX 10 A1838 Least significant difference (LSD) fnunsgsu
ANUTULTeINTARlsATENTYY $1uru 5 ey fail sesu 12 laluansennns, seu 2 : Fundnuanserniaifien 1-25%,
SERU 3 : GUNSNLARIDINTTITEY 26-50%, LU 4 : SUNSNLERIDINISIHEY 1NN 50% wag S¥AU 5 - dunsnae 1An

siuAuTuLsatlsanuseuldlumumamaduiianusuuswedsa 91nans

(ssumnuguuse X Sruudundnfisziunuguuseiu) X 100
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1. UszanSnmmsduuing #ewe Ralstonia solanacearum Tnewadia dual culture bioassay
\Fouuaii3eufiing $1umu 36 lelumaniithamagey S5 19 Telaanfiannsndudade R Solanacearum s
5 loloanldedetaan Tnsludedda Streptomyces Wu11 Streptomyces-PR15 Fudade R, solanacearum &n%1andn
o Streptomyces-PR8T Bsunndnaffulumnaadd Inefiduriaudnansanunirsvesaslasglutag 20.70-26.27 uu. uaz
15.97-17.53 . gy (Table 1) dauidiodila Bacillus wisoanlsl 6 ndudes Tasngueesd 1 1w 5 Telean Sadu
nauiidudade R solanacearum v 5 lelaan Ténfanniigaluduu 5 lelean 1éun Bacillus-Ba0d6, Ba032, Ba028,
Ba033 wag NTS3 finnunineeslanus 26.53-30.10 v, ﬂejmiamﬁ 2 91uu 6 Lalaan s Bacillus-MS4, S32, Ba029,
BS, BK waz Ba027 fianuninaveasladioud 23.63-35.30 uu. (Table 1, Figure 1) ngudasil 3 $1uau 6 loluian Ae
Bacillus ~S33, HMP, PP00202, PP00506, HMB, iaz PP00205-1 fannuniisvesisladaud 18.43-26.33 ux. naudesil 4
$1uau 4 lelwian Ao Bacillus-Ba0do, Ba026, Ba036 Way Ba02 SAnuninavesslanaus 9.27-28.00 1., ﬂajmjaaﬁ 5
$1u7u 5 lolwian e ansndudade R solanacearum 1#Flutslelaan fanunirswendlasglugag 14.27-33.00 ua.
oA Bacillus-Ba038, Ba096, Ba039, way Ba042 LLaxﬂqimiaaﬁ 6 $1unu 8 lelwian Sudade R solanacearum dudlels
anuazaglusedus fenunsvendlangluta 9.03-17.17 uu. vielidudate R solanacearum fiunvaasuynloly

wan len Bacillus-PP00205, PSK, Ba037N, PP01106, PP00206, PP00203, PP00403, waz PPO0407 (Table 1)
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Figure 1 Dual culture bioassay of discs antagonistic bacteria Bacillus-NTS3 (a) and Streptomyces-PR87 (b) with lawn
of R. solanacearum isolate RS1-3, RS1399, RS3-1-1, RS10-1 and A3-18. Photographs were taken after
incubation at 28 °C for 48 hrs

2. NAFBUAMNEINTALUNTIEUATIZN Indole-3-Acetic Acid (IAA)
\deuvaiiFeuftnuiitnumeasunnleluanaunsoduased 1 18 warlilfifedestuauanmnsoluniséiuds
‘e R solanacearum fiU3unas IAA insraaeulddaud 3.26-17.86 lulasniu/dadans neidou]dne Bacillus-PSK
dauaest 1AA IFUSinmanniian 17.86 lulasniu/fiadans sesawnfioe Streptomyces-PRT 12.95 lulasniu/dadans
waz Bacillus-Ba037N 1151 lalasniu/Aladans wae Bacillus aundnlungudesd 1 ansnsaaina IAA Tsunans egluszdy

5.40 -8.93 lulasnsu/fadans ?Tuasgjﬁ’uiaism,amau%a Bacillus (Table 1)
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Table 1 Testing the efficacy of antagonistic bacteria in inhibiting the growth of R. solanacearum by dual culture

bioassay and IAA synthesis capability.

Antagonists source Clear zone (mm.)” IAA
gr RS1-3 RS1399 RS3-1-1 RS10-1 A3-18 (ug/mU)

Streptomyces-PPR8T  soil 15.97 16.80' 16.03' 16.93' 17.53 12.95°
Streptomyces-PR15  soil 20.70' 21.17% 23.20" 26.27°" 25.87% 8.55
Bacillus-Ba046 Rice seed 1 30.93° 30.47° 29.93° 34.10° 28.87° 7.03%"
Bacillus-Ba032 Rice seed 1 29.87* 28.87% 27.87%¢ 29.97°4  28.67° 8.93°
Bacillus-Ba028 Rice seed 1 28.33 29.37% 26.53°"  27.77%"  29.20° 6.24°"
Bacillus-Ba033 Rice seed 1 28.33 28.93% 28.93% 31.97%¢ 2803 5.40%
Bacillus-NTS3 tomatoseed 1 2g 50 28.37° 2760  3377° 27.70°° 582"
Bacillus-MS4 melonseed 2 27,13 26.77°% 23.60" 35.30° 25.50% 6.63°""
Bacillus-532 Sunflower leaf o g ()39fe 25.97%F 25.20% " 32 g3%® 26.53°4 547"
Bacillus-Ba029 Rice seed 2 2643 2560%" 26,37’ 93 378 2367 7.30%
Bacillus-BS soil 2 2687 2530 26.43°€f 3 77 24.60°%  6.91°%"
Bacillus-BK Peat moss 2 2653 5 g7del 24.43" 24,203 20,67 326!
Bacillus-Ba027 Rice seed 2 2487 23.63%" 2393 28279 2337 q03N
Bacillus-S33 sunflower leaf 3 57 op<de 26.87°% 20.53¢ 26.03°" 24,53 368
Bacillus-HMP Tomato plant 3 pq gQfeh 23.10% 23.63" 23.27%" 22.53" 7.099%¢f
Bacillus-PP00202 Pepperplant 3 pq 38" 25.33°"%" 21.60" 24.97" 23.00%" ND
Bacillus-PP00506 Pepperplant 3 pq 678" 23.47" 23.87%" 26.33%% 2477 ND
Bacillus-HMB Tomato plant 3 23 5O 22.53* 21.43* 21.10" 18.43 7.54°%¢
Bacillus-PP00205-1 ~ Pepperplant 3 pq p7< 24777 25479 2610 2620  ND
Bacillus-Ba040 Rice seed 4 11.67¢ 11.00" 27.67°9 2800 1167 ND
Bacillus-Ba026 Rice seed 4 1283 14.107 22.63% 2633 97" ND
Bacillus-Ba036 Rice seed 4  12.90° 13.90" 23.40" 23.77%" 8.90'™ 5.72%"
Bacillus-Ba02 Rice seed 4 10.33" 27.50° 20.33" 2567 993 ND
Bacillus-Ba030 Rice seed 5 9.30™ 9.03™ 9.20™ 9.20 9.20'™ ND
Bacillus-Ba038 Rice seed 5  6.00° 8.53° 6.00" 9.33 8.00™ 6.21°%"
Bacillus-Ba039 Rice seed 5  6.00° 6.00 27.00%¢  28.00%"  6.00° 7.30%f
Bacillus-Ba042 Rice seed 5  6.00° 14.27" 23.67" 28.67°%  6.00° ND
Bacillus-Ba096 Rice seed 5  6.00° 6.00° 27.00°%  3300™ 6.00° 7.8
Bacillus-PP00205 Pepperplant ¢ 783" 6.00° 7.03™ 7.67 7.43™ ND
Bacillus-PSK Pepperseed g 1717 6.00° 6.00" 6.00 6.00° 17.86°
Bacillus-Ba037N Rice seed 6 16.60 6.00° 6.00" 6.00 15.77 11.51°
Bacillus-PP01106 Pepperplant ¢ 6.00° 6.00° 6.00" 6.00 6.00° ND
Bacillus-PP00206 Pepperplant ¢ 6.00° 8.57° 6.00" 6.00 6.00° ND
Bacillus-PP00203 Pepperplant ¢ 6.00° 6.00° 6.00" 6.00 6.00° ND
Bacillus-PP00403 Pepperplant ¢ 6.00° 6.00° 6.00" 6.00 6.00° ND
Bacillus-PP0040T Pepperplant ¢ 6.00° 6.00° 6.00" 6.00 6.00° ND
Control 6.00° 6.00° 6.00" 6.00/ 6.00° 0.00™
C.V.(%) 11.51 10.48 12.25 13.71 9.84 13.79

YMeans within the same column with a common letter are not significantly different by LSD (P < 0.05), ND= not determined
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3. NAFBUANNAINNTUNTEIETUNITRIYRUTnvaIUNEININTAEAT blotter test
nslddeduvsdufinduududaiugninneumiliufinansenuidauseiUasidudnnusentouuinniniansn

vuuagyinilen uimahiiufduiusiuaninetuthidunudnvasilivssdunsesyiulavesundnin fwuiinssis
ﬁﬁmﬂﬁ%@ﬂﬁi’]m«?LLszj'Luﬁﬂ‘w'%ﬂﬂ'aumz‘ﬁmsLﬁ]’%iyL@U‘Immaqﬁuﬂﬁww%ﬁﬁmhﬂssu'%%'mu@maﬂﬂﬂﬁﬁaéwﬁmmaaﬁaﬁssﬁu
Avuidestu 959% seludumingevesd iy s uasimiinuis MsmeuaussesaeTLsIERTUANAauta ldu
Tunsnmnunssadsiléide Streptomyces-PR8T way Bacillus-NTS3 Fundrdauenisinuiniian Ao 59.45 uay 57.60
faduns Auadu wasnsnRsde Bacillus-NTS3, Bacillus-Bad33 waz Streptomyces-PR87 fundniiiminursiody
mnﬁqﬂ A9 4.0, 3.9 way 3.9 Tadnsuredy audrdy drulunindia nuinssdsilade Streptomyces-PR87, Bacillus-
Ba046 way Bacillus-NTS3 é\'uﬂé’ﬂﬁmmqﬂmﬂﬁqm A9 15.03, 14.40 uag 14.38 Hadiuns mua1dy n35uiTAlHTe
Bacillus-Ba033 Fundrilaruemisnuinitan Ao 62.60 Sediuns uasnssudsaléide Bacilus-Ba033, Bacillus-NTS3 way

Streptomyces-PR87 fiunaniumunuiswiony annfign fie 2.4, 2.3 uag 2.2 fadnsu aua1su (Table 2)
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Table 2 Efficacy of antagonistic bacteria for enhance seed germination percentage and growth of sweet pepper and hot pepper seedlings at 21 days after

blotter test

Treatment Sweet pepper Hot pepper

Germinat  Plant Root length Lateral Fresh wt. Dry wt. Germinati  Plant Root Lateral Fresh wt. Dry wt.

ion height (mm.) root (mg/plant)  (mg/plant) on height  length  Root (mg/plant)  (mg/plant)

(%) (mm.) (no.) (%) (mm.)  (mm.)  (no.)
Normal 89.00 13.43ab  45.58b 4.10 44.6a 3.5b 99.50a 12.20b  46.75¢c  2.40 16.9¢ 1.9c
Streptomyces-PR87 94.25 11.68d 59.45a 4.05 44.3a 3.9a 99.50a 15.03a  51.13b  2.53 19.2b 2.2b
Bacillus-NTS3 88.00 13.25b 57.60a 4.08 41.5a 4.0a 97.75b 14.38a  53.83b  2.53 20.7ab 2.3ab
Bacillus-Ba033 93.25 12.55¢ 47.20b 3.73 35.3b 3.9a 99.50a 1290b  62.60a 2.48 21.3a 2.4a
Bacillus -Ba046 86.50 13.88a 46.50b 4.05 43.7a 3.6b 98.25ab  14.40a 47.18c 243 19.0b 1.9¢c
CV(%) 3.67 2.78 4.23 12.74 7.27 4.23 0.92 4.48 6.67 3.14 7.06 5.61
F-test ns o o ns > "o * *x *x ns *x "

*Means within the same column with a common letter are not significantly different by LSD (P < 0.05)
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4. Anwinisidu endophytic bacteria

[ v

deguaundminiildannnisnaasunuandinisilugesuafiseufindduasunisasyivlnveminlagis blotter

q

v ¥ v
o

test 3MENTELUUNILEN endophytic bacteria wuinde Bacillus swa 3 lolwian Ju endophytic bacteria finnuldnaniely
deboduin iy warluvesiundmin lnenieluideiBedumnmuidonuaiieuf dneguuuiuinnnimeludede
vinudduuarly Tasludoidesnogissdu 6.5 x 10° cfu/ml (Bacillus-NTS3), 7.4 x 10° cfu/ml (Bacillus-Ba033) uaz 6.4 x
10° cfu/ml (Bacillus-Ba046) IUL‘ﬁaL?jaﬁﬁﬁanjﬁizﬁu 3.7 x 10° cfu/ml (Bacillus-NTS3), 4.8 x 10° cfu/ml (Bacillus-Ba033)
wasly L%@Lﬁaiuagﬁizﬁv 4.9 x 10° cfu/ml (Bacillus-NTS3), 4.8 x 10 * cfu/ml (Bacillus-Ba033) wag 3.2 x 10* cfu/ml
(Bacillus-Ba046) (Table 3) ogslsfinumuieuuniideiiidu endophytic bacteria 8u 9 The Faildnuwarlaladusnsrdluain
‘e Bacillus-NTS3, Ba033 w30 Ba0d6 ﬁﬁwmwmaauLﬁaﬂizLﬁuﬁ]méfaaEiﬂaﬁlé'amﬂisu'i%mmu drunssudaildide
Streptomyces-PR87 lilanunsausdiulalnes serial dilution plating vuems NA Aldlunsisendsl mudoddinaiindury
wmafla ELISA fiflannusuwiz(specificity) waziinanulilunisnsiadeu (sensitivity) 1annd wen1sld selective medium 7

uWzAuLe Streptomyces-PR87

Table 3 Population of target antagonistic bacteria inside of root, stem, and leaf tissues obtained from 14 days old
pepper seedlings (from blotter test experiment) after doing surface sterilization as recommended for

endophytic bacteria isolation.

treatment Population of target antagonistic bacteria (cfu/ml)
root stem leaf
Control none none none
Streptomyces-PR87 N/A N/A N/A
Bacillus-NTS3 6.5 x 10° cfu/ml 3.7 x 10° cfu/ml 4.9 x 10° cfu/ml
Bacillus-Ba033 7.4 x 10° cfu/ml 4.8 x 10° cfu/ml 4.8 x 10 cfu/ml
Bacillus-Ba046 6.4 x 10° cfu/ml 3.2 x 10° cfu/ml 3.2 x 10* cfu/ml

N/A = Not available

5. UszAnsnmwaaidauuaiiGeufindlumsauaulsaiiieaderluanimlsaSounaass
nsligouuafidoufinbannsoanmainlsaifisndouaranauguuswesdsaluniniygUiosoonld Tnonssuis
Y Bacillus-NTS3, Bacillus-Ba033 Wwag Streptomyces-PR87 fiefidudmaifnlsauaziviinusuusivedlsaiiendsing
nsisauauedielifddyBonadn Taeie Bacilus-NTS3 fivesifudnmaifnlsauasfuiiauguussedlsasiian fo 40
uay 31.67% MuEFU s83as1Re Streptomyces-PRST naifinlsn 53.33% udianusuussodlsn 25% uax ¥ Bacillus-
Ba033 finsiAnlsaiiende 60% uasdwianuguusvedisn 459% eiFouiflsuiunssuiimunuiiugniSommelsaiissass
WFeafinsinlsail 100% uagseduarmuusiedlsn 83.88 % duillo Bacillus-Ba0d6 anmaiinlsaLfisadeauaransefuemny
suusweslsaldliunin SsliupnsmsadftunssuiBauauetdaau Inainlsaiondeld 86.67% uasiifuilnusuuse

284l5A 65% (Table 4)
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Table 4 Disease incidence and disease severity index of bacterial wilt disease in hot pepper plants at 4 weeks after

transplanting in pot containing Ralstonia solanacearum infested soil mix

Disease incidence Disease severity Index
Treatment (%)* (%)*
Control 0.00d 0.00d
R. solanacearum 100.00a 83.33a
R. solanacearum + Streptomyces-PR87 53.33bc 25.00cd
R. solanacearum + Bacillus-NTS3 40.00c 31.67c
R. solanacearum + Bacillus-Ba033 60.00bc 45.00bc
R. solanacearum + Bacillus-Ba046 86.67ab 65.00ab
CV(%) 48.03 49.02
F-test xx xx

*Means within the same column with a common letter are not significantly different by LSD (P < 0.05)

dgluaziansalnansAnen

NnidenuafiFeufiinsiithunfnwiianua 36 lolaan Siftesdiuu 23 loluan fawnsadudinisadyrente R
solanacearum duunuves biovar 3 uaz 4 léik 5 lelwian Fanalnfifsadestuaruannsadudniseiyvende R
solanacearum wede Streptomyces spp. wax Bacillus spp. Saruuanssiuly Tnslenizludiuresnisainsansyiogii
HuasufTauzdudadio R solanacearum Wuiliimeruanumanyiavesansujiusisufadeavelsafiviludouiing
Streptomyces spp. (Olanrewaju and Babalola, 2019) wazite Bacillus spp. (Shafi et al., 2017) Lﬁaﬁmﬁaﬂimaiéﬁﬂmﬂmﬁﬁ
nswARans IAA iindedndnunznis 3dldleluandeufindiddnenmeauaulsaiisndenldniuazdoduaiunig
wiiulnvasiindae Tnmansmnaedldtlmiituin Bacilius-NTS3 SifnsningegeiisluonfofinisuasnsUssdiufusdariug
winfan3nvmuuagwintuy WuuueiGeeulalwidwuegludeedusn duuarluveminlfiluedned wansaudmiy
iluitmunduiifusiauaulsaisndseminiiinanide R solanacearum v biovar 3 uay 4 uaztwauaTNg
Winiulavasiiasne vennisdinemuidvaivayuauamnsoludunissudade Sclerotium rolfsi lunsifowmauasluge
wuafi3efiiAna1nide Xanthomonas euvesicatoria uarlsauauunsnlualunin (funia uazmysiat, 2562; sasan waz
wsiond, 2563) dauilio Streptomyces-PR87 Saiidnaningasuisaiulunisemunulsafisndeveminuasdioduaiunis
Wiyivlnveamnsndedudieeddivsrauanudndalunisussdiunmensdueulalid annuidefiiiuaiiade
Streptomyces-PR8T wag Streptomyces-PR15 ﬁqwéé’ugﬂl,%al,wﬂﬁL’%EJLLazL%aiﬂaﬂquiiﬂ%ﬁﬂgu 9 Tandeunn Ly Q'UEEJJ'QL%EJ
aunglsniidrdnyesiinaduns 1un Tsanainuuniile fiAnainide Acidovorax citrulli waglsesuunnendlua finanide
Didymella bryoniae (fnsns, 2548), TsAueuunselua Minanide Colletotrichum capsici waglsasnda fdnanldieudos
sinvu Tuwdn (fRmauaznessng, 2555) waglsanoniinauiaslsaiudaasosdn Mdende Fusarium spp. (Uifaasuaz

wsshi, 2559) BnvsanunsanseAugiisnumusieelisaluansegu (Tobacco mosaic virus) (3snsal, 2557) \usiu Fadmdu

q

WoufUneidundmiunisimunduiadusiauaulsafionaieUssianiuiinasegianatesiin @ Bacillus-Ba033 way
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Bacillus-046 \Juideufindfiannsnauaslsaddyluninuazusifomn Ao lsaiiondeuarlsafieannde S rolfsi uas
TsalugauuaiiSe wieudaasunisasydulnvesiivde (Hundauazmyssnt, 2562; saBnuazinesiod, 2563) udasfos
nsAnwiseiuinlugiuanududurouienazisnisld druide Bacillus-PSK Faufiazdudinisiasyvenide R
solanacearum éluszdususdansiziians 1A Tiganniian uas Idiunsmaaeuudiitlinelsafuiiy (Weyalsilduandly) 3q
fidnenmgadmsuiluimundutidundetininnssdunsiasyiivlavesiiy (biofertilizer) wiaihlunagaunisiiulsiu
FouvediSeufinsidadentiudlumsiteivielelnandu 1 sunmeseuanaudinadudeufinsuasdoduaiunig
winivlnvesity tiewaundudasuellugluvuidenay dmsuldduuumisadanguiuaii3edia (consortium bacteria)
(Woo and Pepe, 2018) dmiuldlunisndnansnszfumasdanim (plant biostimulants) Wisnseavisnmmnsauaslsefiaiivain
yialsefiinanideanvelsavanslssaniasdumusoannzedeninaninuindoudilivangay (abiotic stress) iy Aud

MaANgANaNyYIel vieluos Yieunandnity uluduuimnmandafisnivsednsnmuasstulaluiige

AYBUAN
nuAdeildsunisaduayuaingudanududadiunaluladiinimness ddnwaududednwinazidesu
Inrmansuazinalulad @1dnnuanenITINIINITEANAnY NTENTINITEANANYT Ineeans ITokasuinnsy wag

vorUANANSITeAlulaBTINIMIINITINYASIaATYEAATEEY AuzInuAsA1anS unTInedeveuiy Nldeunszn

1n309don199 Alelunivinide

LONA1991989

funsa g2y wazimvsing sssuuyana. 2562, n1sdnidenideuuaiiieufinsifdnsnngdunisaugulsaion
araelsfeulaztiuaasuNISIsYAUlnveIRULZ L aIA. LNUNYAT. 47: 819-828.

Usiaas da13ny uastnussnu s3sulugana. 2559. msa’wmammaLuﬁmﬁuﬁjﬁuaal,%aiﬁxhﬁzmS&ma’]Lwﬂsmamﬂﬂmwm%”rguax
Fnenwveade Streptomyces-PR15 way Streptomyces-PR8T 1uﬂWiﬂaUﬂmIiﬂaﬂﬂL%@Wamﬁﬁmmﬁmﬁwgﬁa.
wAnNERs. dd@UUTLAY 1): 238-245.

fMINT 3TWLAL. 2548. Wuqmamﬁmaqa%u%a Streptomyces spp. Aduansiasyvenieuuniiie Acidovarax avenae
subsp. citrulli Lazidesn Didymella bryoniae. 3810 usU3 ey ey 1Ine1m1d@n sunIvusin un1Ing1aeuouLny,
YDURNL.

3snsal uaslad. 2557. unumveaie Streptomyces UfUndlumsdaasunisinsyiulauaznszdugiduniulsalada TMY
YOI, TNUSUI Qe Ineman s Uadin. In1IN1SuToULAU.

g5 YUz way nwssail sesuiUgaNA. 2563, Madadeniteuuaiissuiindfmunuieaivalsaueuunsnluaninluuun
NINUAZFIBANATUNITATYLAULATDINTY. LAULNBAT 48: 333-344.

$Anna ensAald wazimysni ssULUYING. 2555. nsUspifiuUseavBamueaie Streptomyces spp. Ug‘jﬁﬂﬁlumimuqmﬁa
31 Colletotrichum capsici #UMALSALBULNIAIUAVDINGA. UAWNYAT 40 (RUUNLAYL): 224-232.

5173 Sune. 2552. fnenwwesdie Streptomyces spp. sennsmuaulsaiisudsanazlsasnUunzidome uazadmduiug
sywinaiilulng wardlulndaeade Streptomyces spp. foarmanisalunisdudade Ralstonia solanacearum.

N TNUSUT YY1 INENAERTURTUTN UNNINSITEVOULAL, VOULAU.
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