WAUINEAT 44 (2) : 237-246 (2559). KHON KAEN AGR. J. 44 (2) : 237-246 (2016).

a v o d v v d
ﬂTi‘iJ‘i%!%JHﬂ’JﬁJﬁNWHﬁTﬂQWHij‘ﬂ‘i‘i?JsllE)x‘l‘Wﬂ‘Ylﬂx‘lulTlﬂ 29 TMEUNUL
ﬁ’amﬂ%aﬁmﬂﬁgﬁma AFLP

Assessment of Genetic Relationship in 29 Thai pumpkin cultivars
using AFLP markers
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ABSTRACT: There are several commercial pumpkin cultivars that were selected for similar characteristics such
as fruit shape, fresh color, and skin type, and skin color. The hypothesis of this experiment was pumpkin cultivars
including commercial cultivar and landrace cultivar in Thailand that are similar of genetic base. The objective of
the study is to evaluate genetic diversity of 29 pumpkin cultivars including 25 commercial cultivars (five open
pollinated cultivars and 20 F, hybrid cultivars) and four landrace cultivars using Amplified Fragment Length
Polymorphisms (AFLP) markers. From 28 AFLP primers, seven primers were able to amplify 168 polymorphic bands.
All cultivars were clustered using UPGMA (Unweighted pair group method with arithmetic average) method based
on dice similarity coefficient. Dice similarity coefficients are between 0.21 and 0.96 with the average 0.81. Twenty
nine pumpkin cultivars were grouped into 2 groups which group 1 included 23 cultivars that were both commercial
and landrace cultivars. Group 2 included two cultivars and four cultivars were out group. When Neighbor-joining
clustering method based on standard genetic distance was used, 29 pumpkin cultivars were grouped into 3 groups and
six pumpkin cultivars were out group. From two clustering methods, Thai commercial pumpkin cultivars currently
was similarity genetic base and five pumpkin cultivars that are Tung, K-Tone, KPS-1, CM-1, and EP selected for
parent line in pumpkin breeding program.

Keywords: pumpkin breeding, genetic diversity, commercial cultivars, Landrace
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Table 1 Group of 29 pumpkin cultivars using UPGMA and Neighbor joining clustering

UPGMA Neighbor-joining

Group 1 F-A, OL, Tum-342, Khan, RC-80, F-A, OL, Tum-342, Khan, RC-80,
TNK, JD-2003, Tum-346, CP, CM-1,  JD-2003, Tum-346, CP, Srisaket,
TK-443, SC-TA040, T-A, K-019, NP,  TK-443, KT-573, Baby, BK, T-A, NP
Srisaket, KK-207, TT-9, KT-573,
Baby, BK, EP, MK-35

Group 2 K-GD, KPS-1 2A : KPS-1, K-GD, CM-1
2B : SC-TA040, TNK

Group 3 - K-019, KK-207, TT-9
Out group Tung, K-Tone, LN-052, FT-764 EP, Tung, K-Tone, LN-052,
FT-764, MK-35

52 Srisaket
SBeMer -

26 MK-3%

Out group
-2 one group
L & H
b Graup2
I

39LN-052 Out group
17FT-764  Out group

0.21 0.40 0.59 077 0.96

Coefficient

Figure 1 dendrogram of 29 pumpkin cultivars by UPGMA clustering method



KHON KAEN AGR. J. 44 (2) : 237-246 (2016).

245

FT-764

01

KPS-15 ~

Figure 2 dendrogram of 29 pumpkins cultivars by Neighbor-joining clustering method; F-A(5), OL(8), K-GD(10),
T-A(13), FT-764(17), EP(18), SC-TA040(19), K-Tone(20), Tum-342(21), TK-443(22), KT-573(25), MK-35(26),
Baby(27), BK(29), JD-2003(31), Tum-346(32), CP(34), NP(35), K-019(36), KK-207(37), LN-052(38), TT-9(39),
Khan(40), RC-80(41), Srisaket(52), CM-1(53), Tung(62) and TNK(64)
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