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ABSTRACT: The heading date of rice is a significant agricultural characteristic affecting its adaptation to the
environment, with direct implications for both quantity and quality of rice yield. The heading date is a quantitative
trait controlled by multiple gene pairs and is influenced by the environment, especially the length of the
photoperiod. The purpose of this research was to develop molecular markers associated with an early heading date
in the F, population resulting from the cross between the RD79 rice variety (female parent) and the RD43 fragrant
glutinous rice line with an early heading date (male parent), studying both in natural long-day (NLD) and natural
short-day (NSD) conditions. The female and male parent rice cultivars were analyzed using whole genome
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sequencing (WGS) to analyze and identify variations in single nucleotide polymorphisms (SNPs) and
insertion/deletion (InDel) positions within the exons of genes controlling the early heading date. Subsequently,
molecular markers were developed, which are associated with specific gene regions and enabling clear distinction
between the female and male parents. Molecular markers were subsequently employed to establish a correlation
with the early heading date of the F, population under NLD and NSD. Through simple regression analysis, it was
observed that the genotypes of molecular markers located at the Hd5 gene exhibited the highest relationship with
the early heading date, achieving the coefficient of determination (R-squared; R?) value of 50.94% in NLD and 54.81%
in NSD. Furthermore, a multiple regression analysis was conducted to examine the relationship between molecular
markers and the early heading date, it was found that the model incorporated the use of molecular markers located
within specific gene regions of Hd5 and RFT1 genes. The combined model exhibited the most substantial association
with the early heading date, yielding R* values of 76.51% in NLD and 68.25% in NSD. These findings hold significant
potential for improving rice cultivation within this population to achieve an early heading date.

Keywords: rice; molecular markers; early heading date; natural long-day; natural short-day
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015 Tupenaendaes Two independent T-test n3difiiUsuliisuaadgoig Tusonaeninnnin 2 Wug vedeuse38ns
ipswimuususumadiedlaglisumsvnassuuugduegsanysal (one-way ANOVA; CRD) wWisuiisuAnadeseguuy
Least Significant Difference (LSD) @aumsitasigvinnuduiusszuinadlulndveaes smneluanadvengiusennon
Tutsenng F, Medsmstieneinnuidsusumadelagliummmassuuuduegsaysal suifisuatadeneguuy
LSD unisiSeuiiisuiedsveseny Jusenmenyessyanng F, dsgnduunauilulndveandeamneluiana mamny
AruuaniseIadsansidlulndvenaiesuneluanaiiiudumilmiefafnfuiuduiiaudiiusiueng fusenmen
mnifunegeussiukasimmmasauduitusserhedlulniveusdemaneluanafuog fusenaonlulszang F, fenam
Andulsyavs anduiusdiuiivesaidosiuu (Spearman rank correlation coefficient) Inefirnduusyavsavduius () Ssaedl
A1ag3EvINg -1.0 9ufls +1.0 Tngsnnnutaen r il -1.0 vanemmridustaesiirsduiusiiludaurienseiud
usisnna rfiend lng +1.0 mneanuidwdsisaesianuduiusiiludannvdefiemaioity widdauusisaos
fAnFuUse NS anduusivindu 0 vineAnLIniulssaedlifiaudiug iy (@uaia, 2565) waclun1seSureunsevinune
91y TueBNABN Pnedudszavsmsannes (regression coefficient) wazduUsavinissnaula (coefficient of determination;
R%) AuN1T1LATIZ10n00Y (regression analysis) 1nei5n15anneslifen (simple regression) 9MNENN1T0ANDYLTUAET A
§—a+bx vl afnuali § fe AUTEUIUNT 0AYIIUIERNY TURRNABN, X AB ﬂ'ﬁiulwﬂmmm?lawmeﬂmaqa,
a fie ArAsTivesaNnIsannes Tned a %Lﬁuqmﬁm (intercept) WA y U09@UN1T, b AD AnduUsyavisnisnnneeves x Ingfie
b AeuansdATIMIUAsuLaDIAIR LY X doan § fell Ae dA1 x FlulndvenaTeamnsluana) Wasuly 1 Sada
agvilvien § (918 Tusenmen) wWasuly b u uasmsannesnmga (multiple regression) sevisdlulndveardomneluana
wnnimiandssmunsfueng Tueensen Tagldnindendautslaeisiiudulsdassuuuduneu (stepwise regression)
INANNITAANDLNNAN AD § = b, +byx, +b,x, + .. + by, Wlefwualdl § Ae AruszinamFervingey Tusennen Tnei
b, o AAsTvBIANNITANAEY dU X, x, Waw x, Ap A1dlulndveuedesmneluianadail 1 fil 2 uaz fafl k mudidy
uaz b, b, uay b, Ao ANEUUEAVENITON00EYBY X, X, UAY x, ANLEIRU usnNThnsAnensaenenaIevag
ImaqaﬁLﬂudawﬁw%ﬁmaﬂﬁuﬁuﬁ'muqué’nwmzmqi’uaaﬂmaﬂﬁ”’uﬁwLﬂuiﬂmmgsummumaw%ahi AIUNITNATDU
laauans (chi-square) Ineflassfigrusnnaiunsnszaesvesaiomuneluanalulszvng F, wiidu 1RR : 2RD : 10D s

WeArlaauarsvenaiemmnsluanatesnitailaauaisluniseiian df = 2 ssdudeddny 0.05 Ao 5.991 uaza1 p-value

11n1N31 0.05 uansitsmenenvetaismingluanaldulunuauufigiu



KHON KAEN AGRICULTURE JOURNAL 52 (2): 321-340 (2024)./doi:10.14456/kaj.2024.22. 327

NANISANYD
nmsfneansauemiilulnd (@gTusennen) vestawugul drnugwe wazuszns F, Tuanwiue wazanmiugu
msanwanuwarneilulng (e1gFusennen) vesdrimudu dmiiugie uagdsvnnns F, lnensiiudeyaeney Jueenaen

YILARLAUT LT UTUTUA AT UM AUD TUALS Ueannan (1L85395NINENUeRNINAY 50%) AnwNaluaniniuen

o

(uaaUszan 12,34 83 13.14 vu.693u) wazanwiudu (TuuasUszana 11.15 83 12.44 wu.6oiy) (Figure 1a) 990013

v [V 4 P

wWiguilsuAnaiveig Tueennonniadfisie T- test 5enigIN UGl Aa NU79 (F1Wn 30 Au) Last1iugne Ao

]

v a

aneitug nua3 Prandeamen (S1uau 30 fu) wud Aedseyusenaendauuansisiuegsfifedideydmnsaia
(p<0.01) Fisluanmiugnuazanimiudu ngluanniugianaiveny fusennenuesaesiug nva3 Sraumilamen ity
80.20 + 2.12 Yu duninsiug nu79 AfldadsoryTusenmeniviniy 122.63 + 0.67 u 9gUszana 40 Tu (Figure 1b) uay
Tuanwuduriadeeng fuoanaenvesaeiiug nua3 Sramiamen Wiy 76.67 + 2.06 Fu dundwiug nu79 fdduads
o1y TuseNABNNAU 103.70 = 0.95 Ju aguszana 25 Yu (Table 1) diudnadsoyfusennonuesuszwing F, luanwiuen
9NMIguFeEeIuIL 147 fu wuin SidedseyTusenaenivinfu 101.80 + 11.51 Fu (mqaaﬂﬂaﬂﬁguﬁqmax%wﬁqm
Wiy 78 waw 129 Fu muddu) dutszanns F, Tuanwiudu 9nnsdusienes i 138 fu wuih fenadeeny Tusenmen
Winfiu 93.87 + 6.73 1u (mqaaﬂmaﬂé&uﬁqmas%ﬁqm Wiy 78 uaz 106 Su awdiiu) FednadsengTusennenves
Uszanng F, iluanmiugruazaniuduasiialndifestuinaserisaeiseny usenaonvestnituguinasitugie
MnMUIsufisuaedsvedeng Susennenseninaiug nu79, aewug nua3 rundemen uagdssuns F,

o oA Y] v & v aa o Y aa i i nt' o =
(5]']@8’]@1/]5‘11111'1 1uaﬂqwju€q3LLa$aﬂ’]W'3uau n3835 ANOVA HASANNGNAIYIT LSD wuan ANUAYDTYIUBDNABANATIN

'
v a

wanenafuegadidedAggmneadi (p<0.01) wazanunsadangula 3 nau vidluan niuenwazanmiudu laun Anade

17

a1y Tusonnenvesiug nu79 Wungui 1 (a) Uszwns F, Wunqud 2 (b) uasAnaisengueannonvesaieiug nva3

1Y

drmdemen Wunquil 3 (o) (Table 1) wenaindaziiulain aeiug nva3 drundeaven danedvoryiusennen

o

weluanmiugniwazaniniuduuandnsiuuszanm 3.53 Ju Tuvaeiiug nu79 denadvonyiueenmenluaniniueniuay

ANNIUFULINA19NY USeuead 18.93 Tu

0 N S RE
13:26 Jul ZT (NSD)
112 13:14 '
12:57 Aor 3 (NLD) 13,91 13:07
12:43 l 1244
12:28 12:34
o 12:14
1200 12:02
11:45 Sz
131 11:32
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oo 11:08 11:01
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Photoperiod length (hour:minute)

Jan-21 Feb-21 Mar-21 Apr-21 May-21 Jun-21  Jul-21  Aug-21 Sep-21 Oct-21 Nov-21 Dec-21

RD79 RD43 fragrant F, plants

Period (Month-Year)
glutinous rice line

(a) (b)
Figure 1 The study involves phenotypic characterization of the heading date. (a) Photoperiod lengths (in hours) for
Natural Long-Day (NLD) and Natural Short-Day (NSD) conditions. Information adapted from the Thai
Astronomical Society. (b) Comparing the heading date among RD79 rice variety, RD43 fragrant glutinous

rice line, and F, progenies under Natural Long-Day (NLD) conditions.
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Table 1 Comparing the means of heading dates among the female parent, male parent, and F, progenies growing

under natural long-day and natural short-day conditions using ANOVA followed by the LSD test

No. of Heading date (days) p-value
Treatment

plants Min Median Max Mean SD
RD79 (NLD) 30 122 123 124 122.63° 0.67

F, progenies (NLD) 147 78 100 129 101.80° 11.51 0.000"
RD43 line (NLD) 30 76 80 86 80.20° 212
RD79 (NSD) 30 101 104 105 103.70° 0.95

F, progenies (NSD) 138 78 94 106 93.87° 6.73 0.000”
RD43 line (NSD) 30 75 76 82 76.67° 2.06

“Significant at p < 0.01, RD79: Female parent, RD43 line: RD43 fragrant glutinous rice line (male parent), F, progenies:
F, progenies of RD79 rice variety and RD43 fragrant glutinous rice line, NLD: Natural long-day, NSD: Natural short-day,
SD: Standard deviation, Means with the same letter are not significantly different from each other (p < 0.01 ANOVA followed
by LSD test).

nslnnsimduwnisivd uazduna AdefunmeluiuiinauguengTusenaondu vastraugwituiugwe uaz
nseenuuussssneTuanafiludunilvwiebannfuiuiinuaudnuuseny fusenaandu
NANISIATIZIMEILLIERUE hazduna 21NN1YUNENaIATI GATK sunuadneou ¥e38u Hdl, Hd2, Hd4,
Hd5, RFT1, Hdl3a Wy Ehd1 wudn Buiiliiumisaiid uazduina fisnafussninsdnfususduiugie fensivdsunvases
munlsfinanilnanssnusonineziilu Lazevdwanonsianteonvesdu laun 84 Hd1, Hd5, RFT1 Wag Hd3a (Table 2)
188U Hd1 WUAIWIUS Frameshift deletion 97121 2 fIWHUS waz@ILiUe Nonsynonymous 91434 1 #nus 8u Hd5
WURIWILS Frameshift deletion 91U2U 1 AIUWAUS WagAILRUS Nonsynonymous 31U 2 AWALS 81 RFTT WURILAUS
Nonsynonymous 31474 4 fwine azdu Hd3a wusilus Nonsynonymous 31U 1 AWl d@ulu Hd2, Hd4 uag

Ehd1 Tinudisumisativd uazduna Henaiusenindaiugui duiuge
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Table 2 Analyzing the distinct SNPs or InDel positions within the genes Hd1, Hd5, RFT1, and Hd3a, which control
the early heading date, of both the RD79 rice variety and the RD43 fragrant glutinous rice line

Gene ID gene Chr. Position Type of mutation Annotation Variety of sequence

RD79 RD43 line

9,338,006 - Frameshift deletion Exon2:c.835 836del:p.F279fs T Deletion
Hd1 0s06g0275000 -

9,338,007

9,338,224 - Frameshift deletion ~ Exon2:c.1053 1056del:p.R351fs  Deletion AAAG

9,338,227

9,336,782 Nonsynonymous Exonl:c.G248A:p.R83H G A
Hd5 0s08g0174500 8 4,334,418 Frameshift deletion Exonl:c.322delA:p.K108fs T Deletion

4,332,771 Nonsynonymous Exon2:c.C853T:p.R285W G A

4,332 804 Nonsynonymous Exon2:c.C820G:p.L274V C G
RFT1 0s06g0157500 6 2,927,171 Nonsynonymous Exon1:c.T92C:p.V31A C T

2,928,178 Nonsynonymous Exond:c.G313A:p.E105K A G

2,928,296 Nonsynonymous Exond:c.G431A:p.S144N A G

2,928,343 Nonsynonymous Exond:c.A478G:p.T160A G A
Hd3a  0s06¢0157700 6 2,942,292 - Nonsynonymous Exond:c.CC535-536AA:p.P179N AA CcC

2,942,293

Frameshift deletion: InDel mutation changing the open reading frame with deletion, Nonsynonymous: Single nucleotide mutation with
changing amino acid sequence, RD43 line: RD4 3 fragrant glutinous rice line, Chr: Chromosome, c.: Complementary DNA, p.: Protein,
English alphabet after protein: Single letter abbreviations of amino acid, Additionally A, T, C, and G base are the DNA base pairs that

form the genetic code in organisms.

nseonuuula3 esmunelutanafiidudund wiedafndudu Hdl, Hds, RFTT uag Hd3a 7imuaudnyms
o1g Tuoenaendu Tnedu Ha1 Iddenldiadosmneluianasieoaeasts fvuiudomuasdmdsdu Hdz uadu
FramthBu $1uu 6 tasesvmne leun RM1925, RM19773, RM19776, RM8226, RM19779 uay RM19780 uazdnamdsduy
$1uu 4 1aFeavane ldun RM19781, RM8227, RM19782 uay RM19784 dsléimiusauaiemunsluanaviaioaiedens
9 i ulast The Rice Annotation Project (RAP) d3udiu Hds, RFT way Hd3a Ldenldia3 sanuieluianavinduina
feonuutlmilunuissiuandudruniletiuiu aedu Hds Fondumisduina fuansnnussfusswheiudusiuasiugie
$1unu 2 shumtds Tiu dundadnseu 1 uazdunidunseu 1 inseenuuuiadssmneluanaiifudumideiugulu
Aunisianandiuiuegvay 2 wiesnneliana Ju RFTT idendunisdulaa U3aal 5 untranslated region (5'UTR)
Wusuniad -209 bp Neudaiiunis +1 v03du RFT1 viniseenuuuLas osnuisluanadiidudund afudu
$1uau 2 1Feamnelana wardu Hd3a denduvisduia Usmdunseu 3 shmseenuuuiaiesmnsluanadiudiy

nilafududnuiu 1 insemungluana (Table 3)
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Table 3 The design of InDel-type molecular markers is incorporated within the gene regions of Hd5, RFT1, and Hd3a,
which regulate the early heading date

Gene Variety/ Location InDel Sequence Primer name Annealing Product size
Rice line temperature (°C) (bp)
Hd5 RD79 Exon 1 CCGCCGCCa Hd5-ex1-PI1 59 146
RD43 line Deletion (9 bp) Hd5-ex1-PI2 57 146
RD79 Intron 1 G- Hd5-in1-PI1 57 180
RD43 line Insertion (12 bp) Hd5-in1-PI2 53 148
G+TTTAAATATATG
RFT1 RD79 5UTR GCTAGCTTAGTTT RFT1-5UTR-PI1 59 244
(-209 bp) GTGTTGCTA
RD43 line Deletion (22 bp) RFT1-5-UTR-PI2 57 293
Hd3a  RD79 Intron 3 Insertion (11 bp) Hd3a-in3-PI1 59 198
T+TATACAAACTT
RD43 line T-

RD43 line: RD43 fragrant glutinous rice line

n1snsavdauial ssueTuanaiidudiuniwiedafnduiuiinsuaudnumzargTusenaondu fudnsnnuuansig
sgndnesdiaiuguaiiuiugwe @Elulnd) waznsihluldameaeululszens F,

nanIRTIREoULA3 osvsnelanavialeaioaens MdaRnfudy Hdl 19 10 1a3eamneg semadafidens
(gaumgil annealing 71 53 °C) A vinafeIBiEnlasInETa Tudrusus (1v79) Wudwe (aesiug nvd3 dramdemen)
way F, wun Lﬂ?@ﬂmuwaiutaqa RM19776, RM19778, RM19779 uay RM19781 anunsalduaufiduiefiunnmiaiusewing
Frafudwiduiuge wazaiunsanonsendneiuifiiugnssudu Homozygous way Heterozygous I (co-dominance
marker) Ssanunsansaaaeugnuay F, ¢ (Figure 2a) drunanisnsivaeuiaiemneluanaviaduna Midudundaiuiu
Hd5 UTMAUIULEnTeU 1 9119 2 1SNy (Hd5-ex1-PI1 uag Hd5-ex1-PI2) wagdiuvisdunsou 1 S1umu 2
1A% 04vNY (Hd5-in1-PI1 wag Hd5-in1-PI2) 1A% samsnelutanavinduina Mdudunidadudu RETT dumis 5'UTR
$1uau 2 1eBemne (RFT1-5UTR-PI1 waz RFT1-5UTR-PI2) wazin3essneluanaviaduna dudumisiuiu Hdsa
funsdunseu 3 S1uau 1 Aoy (Hd3a-in3-PI1) wuin i 7 wIomuneluana aunsoliuouAiduefiunnsiaiy

szt niuguliuiugne wasdua3smunenuy Co-dominant marker (Figure 2b-c)
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Figure 2 Profiles of molecular markers linked to the HdI gene: (a) RM19776, RM19778, RM19779 and RM19781, and InDel
markers located at the gene which regulate the early heading date: (b) Hd5-ex1-PI1 and Hd5-ex1-PI2 markers located
within exon 1 of the Hd5 gene, (c) Hd5-n1-PI1 and Hd5-in1-PI2 markers located within the intron 1 of the Hd5 gene
, (d) RFT1-5UTR-PI1 and RFT1-5-UTR-PI2 markers located within the 5UTR of the RFT1 gene, and (e) Hd3a-in3-PI1
marker located within the intron 3 of the Hd3a gene. These markers were tested in RD79, RD43 fragrant glutinous

rice line, and F, progenies on a 4% agarose gel. The 100 bp DNA Ladder Plus was used as a reference marker.

wasa1nasIvdeunsosnsluanafiiluduninSedafinduiu Hd1, Hd5, RFT1 waz Hd3a levinisdmden
wiosmngluanafiludruniavsedafaduudingts lnefinnsananniemuefiaiusaliuaufdueianaiudaau
5317197 1N UGK AU U e LazaINITanenTEnI19AuA T ugnssurdyu Homozygous wae Heterozygous 14t

wazias pauneluianasinanlunsiaaeuiulseing F, Fauesesmungluanaiiasiilunsisaeuiulseing F, Al

wIemungluanaviaieaieaans Ndadniulu Hd1 @enldinTeauny RM19779 (aglnddu HdI u1niian v ndy

20,477 bp) Lﬂ%lawmaimaqamﬁmﬁuma Mdudrunil sfuBu Hd5, RFTI waz Hd3a \donldiadeenuny HA5-in1-PI2,

RFT1-5'UTR-PI1 tag Hd3a-in3-PI1 anuaisu (Figure 3)
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Figure 3 Profiles of molecular markers linked to the Hd1 gene include: (a) RM19779 (an SSR marker), as well as InDel
markers located at the gene which regulate the early heading date, such as: (b) the Hd5-in1-PI2 marker
located in the Hd5 gene, (c) the RFT1-5-UTR-PI1 marker situated in the RFT1 gene, and (d) the Hd3a-in3-PI1
marker positioned in the Hd3a gene. These markers were tested in F, progenies using a 4% agarose gel. The
RD43 line used was the RD43 fragrant glutinous rice line. Gel lanes 1 to 10 represent different F, progenies,

while lane M contained the 100 bp DNA Ladder Plus as a reference marker.

a o o

namstiedomnelianaiidudunilmiedafatuiuiimuaudnumzery fusenaendu $1umu 4 iedesne
leiur p3eavang RM19779, H5-in1-PI2, RFT1-5'UTR-PIL WAy Hd3a-in3-PI1 dudiumilwidededaduiu Ha1, Hd5, RFTI
uay Hd3a pudiu Wlinsaaetlulssnng F, Tuanmwiuen was Tuanwiudu wuth luanwiusieiesaneTuana
RFT1-5UTR-PI1 Wa Hd3a-in3-PI1 filudunilsvesdu RFTI uay Hd3a muddu Tinadlulnduasazuuudlulndmiloudy
vy wavluanmfudunudu F, 1iies 1 duiislulnduazazuuudlulnduesisaeundomune uananefy uenani
wan1svadevlaanalsveaas osmusluianans 4 1adomune luvssrins Fvsaninfusnuazaniniudy nuid
wisasaneluanaia 4 niemane Instevenveusiemanelmanadulunuauuiis fo Tamdnililndlussens F,
winfu 1RR: 2RD: 10D Fafulumungded 1 ngnisusnvesiuua
nsAnwauduius sEndtaedsananeluana idudunil wieiadaduBuiinauaudnumzeng usanaandudu
21y iusanaanluuszyns F, vasguausndnednanuusiiunugne

mﬂmﬁﬁwm%wmdmLaqa‘ﬁ'Lﬁuﬁauwﬁaﬁa%amﬁu5‘14‘1’71'muqmé’ﬂwmzmqi’uaaﬂmaﬂﬁgu $1uru 4 \aToamang
léiuA 1p3eavang RM19779, Hd5-in1-PI2, RFT1-5UTR-PIL Way Hd3a-in3-PI1 dudrunilwidedndadudu Hd1, Hd5, RFT1
war Hdsa anuansu luldnsieaeulutszuns F, luanwiusniuazan wiudy dwansdnunildluiiasginisadd
Wemanuduiugssniaeiasmnslinana fuengusenaenlulszrns F,

mnnesinnuduiuveilulnd (aTemmneluana) Auillulvd (@19 Tusonnenuesuszanns F,) fes ANOVA

6

lngSsuiisuAiadeneanendinsinsegianuulsusiumeis LSD nui Fulndveassewneluana Hd5-in1-P2,

v a

RFT1-5UTR-PI1 wag Hd3a-in3-PI1 iAnadveiyiuesnaenunniisiuegeddedidnydaneada deluanindueniuag
anniudu wanadn Jlulndveaniasmvuialuiana Hd5-inl-P2, RFT1-5UTR-PI1 kag Hd3a-in3-PI1 danudunusiu
angiusennen lngdlulniuuy Homozygous vesaneiug nvd3 drumilevey TuaTemsngluana Hd5-in1-Pi2 dAade

Yose18TusanaanduigansluanIniueuazan gy Wity 85.72 + 3.60 wag 84.56 + 4.56 Ju mud1au dwdlulnd
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YouATEIMNNY RM19779 Tuanmiugnaadsoigusanaenliunndesiunieada wiluanmiududlulndveniamaneg

o

RM19779 fiAiaieenyiussnaonuansiaiueg ety

o a

WN9Ens (Table 4)

Table 4 ANOVA analysis of relationship between genotype of molecular markers and phenotype (heading date) of

F, progenies under natural long-day and natural short-day conditions

Molecular Natural long-day (n = 147) Natural short-day (n = 138)
marker  Genotype Number Phenotype (heading date) { Genotype Number Phenotype (heading date)
/Gene Mean SE p-value Mean  SE p-value
RR 39 104.232 2.14 RR 32 96.28* 1.23
RM19779 .
Hd RD 75 101.352 1.23 0.240™ RD 7 92.56°  0.74 0.023
Hd1
DD 33 99.79° 1.88 DD 29 94.69% 1.19
RR 40 110.63? 1.56 RR 40 98.75*  0.58
Hd5-in1- N .
RD 78 103.18° 0.86 0.000 RD 66 95.42°  0.52 0.000
PI12/Hd5
DD 29 85.72¢ 0.67 DD 32 84.56¢ 0.81
RFT1- RR 38 115.292 1.68 RR 38 98.45*  1.09
5'UTR-PI1 RD 84 97.71b 0.84 0.000" RD 7 92.43°> 0.70 0.000"
/RFT1 DD 25 94.80°  1.23 DD 23 91.13> 1.0l
RR 38 115.29° 1.68 RR 37 98.35¢  1.12
Hd3a-in3- . .
RD 84 97.71° 0.84 0.000 RD 78 92.55°  0.70 0.000
PI1/Hd3a
DD 25 94.80°  1.23 DD 23 91.13* 1.0l

“Significant at p < 0.01, "Significant at p < 0.05, "™ Non-significant, RR: Homozygous for RD79 alleles, RD: Heterozygous for RD79 and RD43
fragrant glutinous rice line alleles, DD: Homozygous for RD43 fragrant glutinous rice line alleles, n: Number of random samples in the F, progenies,

SE: Standard error. Means with the same letter are not significantly different from each other (p < 0.01 ANOVA followed by LSD test).
NINAEaULi DIIATIERINAANILaYSERUANdUTUS S d Tundveand oauneg RM19779, Hd5-in1-PI2,
RFT1-5'UTR-PI1 uay Hd3a-in3-Pl1 iludiunilaviedafniuiu Hdl, Hd5, RFT1 way Hd3a muansiu fuegiueenman
vaUszans F, luanmiugniuasanmiudu fre3imsmendulssavdandumusaduivesadesuay wui Slulndves
w3asmaneTuiana Hd5-in1-P12 fsefuanuduiusgeidluaniniugniuazaniniudy ferdulssAviandusius () vty
-0.7101 way -0.7380 A& (p<0.01) druilulvivenaiewng RFT1-5UTR-PIL wag Hd3a-in3-PI1 Tuaniniuenn
fisvsueuduitusgedian r vty 0.6446 Wity uarluanwiuduiissduanuduiusuiunats i r iy -0.4352 way
-0.4218 mdU (p<0.01) Tuvaurfidlulndvesnndomneluana RM19779 Sszfumnuduiudiunnisluanniueniuasy
anwiuduilen r ity -0.1461 (p<0.05) uay -0.1287 (p>0.05) muddu Tnemnilulndvensdomaneluanadfianiauas
mmé’uﬁ’ué@qaufT‘umsﬁuaaﬂmaﬂﬁu’ﬂuamwi’umaLLazamwi’uégu wansliifuimneiemneluanaiuansdlulndues
Friugwe (aewug nva3 dranieanen) ludszns F, awnsavliery Tusensonduasléisluaniniueniuas
anwiudu venanidmudt Fulndvousiommneluana RFTLI-5UTR-PIL wag Hd3a-n3-PIL fissduaudusiusfugenn

Fafian r windu 1 TuannTueny way 0.9906 Tuan1wiudu (Table 5)
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Table 5 Spearman's correlation analysis between genotype of molecular markers, and genotype of molecular

markers and phenotype (heading date) of F, progenies in natural long-day and natural short-day

Molecular Photoperiod Heading Hd3a-in3-PI1  RFT1-5UTR-PI1 Hd5-in1-PI2 RM19779
marker/Gene date /Hd3a /RFT1 /Hd5 /Hd 1

NLD (n = 147) -0.1461 0.3206" 0.3206" -0.0162" 1

RM19779/Hd 1 - o
NSD (n = 138) -0.1287™ 0.3005 0.2980 0.1229™ 1
NLD (n = 147) -0.7101" 0.1937" 0.1937" 1

Hd5-in1-PI2/Hd5 -
NSD (n = 138)  -0.7380 0.0403™ 0.0390™ 1

RFT1-5'UTR-PI1 NLD (n = 147) -0.6446" 1" 1

/RFT1 NSD (n = 138) -0.4352" 0.9906" 1

Hd3a-in3-PI1 NLD (n = 147) -0.6446" 1

/Hd3a NSD (n = 138) -0.4218" 1
NLD (n = 147) 1

Heading date
NSD (n = 138) 1

“Significant at p < 0.01, "Significant at p < 0.05, ™ Non- significant, NLD: Natural long-day, NSD: Natural short-day, n: Number of random

samples in the F, progenies.

nsAszinIsanaeessninedlulndveseiamunsluanaduangiueenaenvesuszing F, luanmiuenuas
ANWIUEU A8ITNN50n0RBLTAYINEMIAIEUUSEENEN150n088Y (regression coefficient) LazduUszdnsnisinaula

(coefficient of determination; R?) Tun1sesunensaviueeigiueenaan wuin Alulndevesnissmneluana Hd5-inl-PI2,

v
o o

RFT1-5'UTR-PI1 uag Hd3a-in3-Pl1 fidudunilsvesiiu Hds, RFTI way Hd3a audiu SannuduiusiuensTusannendu

q

pgeildudAydwsad @ visluaniniugniazan wiudu Wena1TuI 1INENNITann0ulTUAEY A ¥ = a+bx WU
TugamiugTlulndvesai oavunsluana Hd5-in1-PI2 () HA1 o ke o M1AU 112,88 way -12.02 Tu A1uaIAy

Ifaunsviung §=112.88 -12.02XFWlndveund smneluiana Hds-in1-Pi2) uanain d1dlulndveansosmuneluana

o

Hd5-in1-PI2 () ¥9adaaniugnediindu 1 dada vilieongTusenaen (§) duas 12.02 Fu waraunislamnsaesuiennuiunys
(R’) veso1giueenaentd 50.94% dndluaniniudu nsddadaaniugeiugu 1 §ada vilvengTueenaanduas 6.89 Ju

A1 R iU 54.81% wierduiuilulvdvesasssmneluanadue) luanimiuenddlulndreseiewmnegluana

I o 6 1

RFT1-5UTR-PI1 %38 Hd3a-in3-PI1 ddadaaniugwelindu 1 dada viliengiueenaanduas 11.13 Tu wirduwaziial R’

)

v '
o P

Wiy 39.58% winfiu uasluanniudu Welidadasniugnewiuady 1 dada vibiongfusennonduas 3.99 Ju Tuilulnd
voumsoneliana RFT1-5UTR-PIL wazduas 3.91 Ju hudlulvlvesasamuneluana Hd3a-in3-PI1 81 R i 15.25%
waz 14.42% muaau ddlulvdveuniemungluana RM19779 Linuindianuduiusivengueanaendu (p>0.05)

PaluanNIIngIkaran niudu lnedan R? winnu 1.88% way 0.75% mud1nu (Table 6)
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Table 6 Simple regression analysis of the relationship between genotype of molecular markers and phenotype

(heading date) of F, progenies in natural long-day and natural short-day, with the regression model § = a+bx

Genotype of Phenotype (heading date), ()
Molecular Natural long-day (n = 147) Natural short-day (n = 138)
marker (x)/Gene a b SE R? (%) p-value a b SE R? (%) p-value

RM19779/Hd1 103.92 225 1351 1878  0.098™ | 9473 -0.88 0862 075 0.311™
Hd5-in1-PI2/Hd5  112.88 -12.02  0.98 50.94  0.000° | 100.36 -6.89 0537 54.81  0.000"
RFT1-5'UTR-PI1 1119 -11.13 1142 3958  0.000° | 9743 -399 0807 1525 0.000"
/RFT1
Hd3a-in3-PI1 1119 -11.13 1142 3958  0.000 | 97.38 -391 0816 1442  0.000"
/Hd3a

“Significant at p < 0.01, ™ Non-significant, n: Number of random samples in the F, progenies, § :Heading date, @: The constant term, b:

Regression coefficient, X: Genotype of molecular marker, SE: Standard error, R% Coefficient of determination.

NHaNITIATIERaNNIsanneedLAgInUIn Slulndveaiemungluiana Hd5-inl-Pl2, RFT1-5UTR-PIL uax
Hd3a-in3-PI1 fivengJusenaenduiianuduiusendivedAgdmeadn Jahlvieseinsanaesnmanserindiulndyes

wiswngluanauInNImMianIewmneiueng TueanABNdU wHIINNIINAFBULNDIATILAMTIANIAL TEAUANFUNUS

v a

seninadlulndveamiewmunsluana RFTL-5UTR-PIL uag Hd3a-in3-PI1 Adedsnismadulssansandunusaiduiives
aeiuuu wuln dsgruanuduiusiugann Nduanimivgniuazaniniudu (Table 5) wisldliiAngymanuduius

Waduns (multicollinearity) ainduilodauusdase Flulndveaniewmunsluana) aesialiAdudszdnsandunusiu

Aoudags (n) svdwalirUszanaudulszdvsnisanoesliatiesriediniemueRnainiinasasdu wazairainniouves

'
a

duuszansnisanasefidnunnitanuduais JddnsideondudslaedBiiududsdassuuuduneu wul sUwuuiiiignde

1Y

n15l41n3 eamuneluiana Hd5-in1-PI2 S9uAY RFT1-5UTR-PIL figadAnd Y Hd5 way RFTT sudidu §e3lulndvos
ftsaeaad psvmeluanadanuduius fueny Tuoonaend uegaitioddnys weadd 9naunisonneenna Ao
§ = b, +b,x, +b,x, a1unsaesureldsi luanmsuenldaunisanassiiian by by way b,y 119.69, -10.42 uay
-9.10 Fu sy aunsiugengTusenmen § = 119.69 - 10.42*Elndvesnd swneluiana Hd5-in1-Pi2 ( x, )
-9.10*@Flulndvoneiosmneliana RFT1-5UTR-PIL ( x, )) wanei drilulndvsuaiemmnevsaonniomunsluanamiiou
wugual (RRRR) azflongTusenmen () wirdu 119.69 Ju Wefmuslidlulndveseiomuneluana RFT1-5UTR-PI (X, )
Asfl wawdidadanniugrevonaiomuneluana HA5-in1-PI2 ( x, ) ifindu 1 Sada agvilenyTusenaen (§) duas 10.42
Fu luhusadendud efvuslvilulndveans ssmneluiana Hds-in1-PI2 (x,) Asil uazddadaniug weves
\3oavnelulana RFT1-5UTR-PIL (x, ) diutu 1 Sada ﬂzﬁﬁiﬁawqﬁ’uaaﬂmaﬂguaa 9.10 Ju Feaunsianansnesuiemn
Huws (R) vesongiusenaenld 76.51% dluanniuduldaunsanaoediden by, b, uas b, WU 103.60, -6.78 uag
-3.75 Yu suddu IdaunisviuneengJusensen §= 103.60 - 6.78F ulndvaaa3ssvmnalutana Hds-in1-PI2 ( x, )
3 75" @lulndveardommnslinana RETL-5UTRPIL (x, ) uansh dlulndvsnsdommneiaouniommneluanamiiou

[V = v n

Wugudl vzdlongtueennen () wAu 103.60 Ju Wermusbidlulnlveuniamuneluiana RFTL-5UTR-PIL (x, ) A7 uae
ddadaaniugwevenaiowanelulana H5-in1-P2 (x, ) 1Wudu 1 §ada svirlvieny Tueennenduas 6.78 Ju
Tuvhueadeatudeimualidlulndvesasswunsliana HA5-in1-PI2 ( x, ) Al uazilidadanniugnovotasaanuiy

Tuiana RFT1-5UTR-PIL (x, ) Wi 1 §ada azsilieny Tuoenmenduas 3.75 Ju dafie R winfu 68.25% (Table 7)
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Table 7 Multiple regression analysis of the relationship between genotype of molecular markers (Hd5-in1-PI2 and
RFT1-5UTR-PI1) and phenotype (heading date) of F, progenies in natural long-day and natural short-day, with

the regression model § =b, +b,x, +b,x,

Phenotype (heading date), ()

Natural long-day (n = 147) Natural short-day (n = 138)
Regression models SE  R?*(%) p-value Regression models SE  R*(%) p-value
¥ =Db, +bx +b,X, ¥ =0, +bx +b,X,
§ =119.69 - 10.42x1 - 9.10x2  5.61 7651  0.000 | §=103.60 - 6.78%x1— 3.75x2 3.81 6825  0.000"

“Significant at p < 0.01, n: Number of random samples in the F, progenies, §: Heading date, bo: The constant term, b1: Regression
coefficient, X1: Genotype of molecular marker Hd5-in1-PI2, X2: Genotype of molecular marker RFT1-5UTR-PI1, SE: Standard error, R%

Coefficient of determination.

39150l

Y v

o1y fueenaenvasdiudnuueamanuasiiddydmiunsusuialimneaudeanimuandesluusas i
\Hulladeiiinadenandnuazaanmuesin engiusenaenvesingnamunuimefuvansauasidademeanmnuandonsiigg
dunAsadadlagianzanuenivestiuas annsAnudnvugmaiilulnd (engusennon) vesdnsiugus (n79)
driuguie (aneus nuas draumdeaven) Meluaniwiuen wazaniwiudu wui engTusenmenvesttuswedundy
fugusiUsvanm 40 Ju Tuaniwiuen uay 25 Ju luaniwiudu uazanmaUsuifisudiadsvesenyfusenaan nut
aneug nua3 ramilsavey Senadvengiusenaeniisluanimiusnuazanmiuduuanaietuifie 3.53 Tu luvmed
tus nu79 fenadvenyfusensenluanmiusmsnninluaniniudy Ussun 18.93 Tu (Table 1) aenndosiutigmiing
Tuitug na79 nnnisgrluvanefuiinudymiongiufefiorumuAuly Yssinw 135-140 $u dovgnlutafousson
wazngqumandaduaniniuen uwidegnludoungeinmeudiduanwiudy engifuisrinaranaseyiiony 110 fu
(F1ULATYEAI, 2562)

NMTIATIzimiurdadud uarduna sunisdnyeuvesdu Hdl, Hd2, Hdd, Hd5, RFT1, Hd3a was Ehd1
WU Y Hd1, Hd5, RFT1 way Hd3a fiunisadud wasduna ‘17'iGmf‘ﬁ’uizw’jwasﬁnﬂ’uﬁ:tmﬁuﬁ’uﬁ:w'a Fensiasuntawes
AunaRanafinansenuiensnerily Lage1vdwHananIsLanteanvasdiy (Table 2) Han1siaesiuruaiud way

'3

Suwma 098U Hd! Tuauddefinunisiin Frameshift deletion Tutdnaauil 2 wua AAAG vemeluludadavestiiiusg

]

nv79 way wa TT vemeliludadavesansniug nud3 1mllemey denaasiunIsnyiAunaINRaevesadatuiu
Hd1 93919091 64 Wug 83 Takahashi et al. (2009) finusadavesdu Hdl S1uau 17 viin wwadusadavesdu Hdl
#Avau (functional Hd1 allele) $1uau 8 wiia uaz Sadavesdu hdl AviauuANTes (non-functional Hd! allele)
d1uau 9 vila Avilsidnannsaeennenliluaniniuenn Fefidiuru 2 vila 718U Non-functional Hd1 allele n3ariu

unianisiiin Frameshift deletion Tudneeuil 2 vasiwug nu79 wazaneiug nud3 drawmileaven dadudu Hdl ves

a_d o ]

Friududuaziudrailudadaninuunnseaisaoniug Jwan1sinmzinmsadfiiomanuduiudsznindlulndves

=% a o A

\w3BanInglaana RM19779 Mgadniugu Hdl fueigiuesnaenlulseins F, liaunsaeSuieanuduuys (R) veq

agiueenmenduld Niluanmingnuazan niudu (Table 6)

¥
] a

Tun153As1eaIwnUatUd wavduna Y0981 Hd5 Tuauidednunisiia Frameshift deletion tagLua T

amgluludneeud 1 Fuludadavesaeiug nv43 drumileiven denndesiunisfnuwives Wei et al. (2010) finuly

Wug?11 IR24 fidlengiusannandu 91nn15v11 Map-based cloning ¥848u Hd5 wuindnisvianieluvesdiuau 1 wa

]
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FIuWUaT 322 bp 970 Start codon ¥IWLAA Frameshift Way Premature termination dawasensnezdlumaewiies 125
nsneviilu Feduninundunn ldnsvinuvesduunnses uazainnisldinada Chromosomal segment substitution
lines (CSSL) €edudauiugnssudu Hds veswugina IR24 Miongeannendu dguiugnssueesdnawug Asominor
florgeannend-luanimiugny nuiraansavildaeiusindinaniiony fusennenduadldluaniwiuen dsannis
Iinsgimanuduiudseninedlulndvennd ssmueluana Hds-in1-Pi2 M udruniadudu Hds Fuenyiusonaen
Tutsenins F, Tunuddeid wuhaunsaesuisauiuus (/) vesergTusennondu lavisluaniniuen (50.94%) uag
anwiudu (54.81%) (Table 6) wanslidiusnnisiia Frameshift deletion Tuidngaud 1 fnavilsionyusenaonduas
namsIATERLMLEIUd warduna vasBy RETI Tueddoil n1siin Nonsynonymous Tudneoud 4 Tneny

o

adavesdniiug nu79 eenaendiluaniwiuen Wuva A dnludadavesaneiiug nua3 draniumey Aiflongiussnnen

v
o

du Juiva G aenpdosiunsfinuives Ogiso-Tanaka et al. (2013) wudadavesdu RFTI fivheruunnses Tud1a indica
w5 Nona Bokra fieenaendiluaniniugn iaannsunuiiguaninua 6 luiluiua A ludneeud 4 duwalvinsmesily
dduil 105 Wasuannsangadinluiluladu fnadedu RFTT Tinnsvisuuamses sivl#41 Nona Bokra senmend
Tuanwiuen Samsstudadavestniiug n79 Mduiva A lusumidsd uazeenaendiluaniniuen dwludu Hdsa
kAR uaiUd warBuina vesenAdeil Tusuns cONA 7l 535-536 bp Safiavestnniug nu79 fduialy
suwmdaianaraduiva AA daludadavesaneiug nud3 dramiemenduua CC (Table 2) donadasiunisfngves
Kojima et al. (2002) finudn nmsunuiigiuanniva CC luiduiua AA Ainuludaiug Kasalath vilorg fueenaendu

Tuan wiudunmazeannandnlugn niug?

'
44

uananiigamuin indesmneliana RFT1-5UTR-PI1 wag Hd3a-in3-PI1 fidudiuniavesdu RETI wa Hd3a
puadiy fszduauduiusiugannseuinundssmneluanaseiu fadulssansavduius () wiidu 1 waz 0.99
Tuanwiugnuazanmiudu audidu (Table 4) fadloraiflesaniedosmnelinanaiigendudunilwesBuiisumis
oelndiu (RFT1 wa Hd3a) Inedu RFTI legvineandu Hda # 115 kb vulaslulew 6 aildvunseesilundefuunds
91% wazyhmfilun1stniiniseennenvesdnnd uiisatu (Kojima et al, 2002) wazaInn153AsIERMIALEURUS
sewinaiosmngluiana fuengiusenaenluuszving F, wuin luanmiugnaieiemanelaana RFT1-5UTR-PIL uag
Hd3a-in3-PI1 mamaa%m&JwmmﬁuLLUisuaqmqi’uaaﬂmaﬂ%u’uiﬁ 39.58% wirfu uazluaniniudu ansnsneduieaudunds
(R?) vesengTusenaenduldlndifssiunn Wiy 15.25% uar 14.42% naddu (Table 6) Tagluanwiudunudy F,
dies 1 du fTlulndvesisdeedommneseiu uandiituinduiaeseglndfunndelinsataradduiuslontaninin
miLLaﬂLﬂ?ﬂlau%ufi’gumaﬂﬂﬂﬂsam@mﬁau (crossing over) sywinsgasduiliintuldvesinn wazannantsaaenad
liannsoaguldedradaauin Bu RFTI wi3e Hd3a fenuduiusiveny Tusenaenduuinninfu Fesududesiinisdnu

soldluaunen

G

nmisldimaluladsumiuisuesdlun (WGS) dreTinsgvimsumisaiiud (SNPs) way Suwaa (inDel) Aifiua
Tinsnosdliludrafugual nu79 wesiuswoaeius nua3 1umileaven ssfumeluuiieuaudnuaronyfuoanmendy
T 7 8w ldwn Hd1, Hd2, Hdd, Hd5, RFT1, Hd3a uaz Ehd1 Wuindu Hd1, Hd5, RFT1 uag Hd3a snunisatid uag
una Aunndreiiluiniugusifuiugie SaumieSesmneioaoants AdaRnfudu Ha1 uazoonuuulAdomsnslulana

ginsuina Mmdudruni sfuiu Hd5, RFTI way Hd3a auiﬁm?awmaimaqa RM19779 Wi EaRnfuiu Hdl uway

inseanelatana Hd5-in1-PI2, RFT1-5'UTR-PIL uay Hd3a-in3-Pil Aiudrunilawesiiu Hds, RFTI wag Hd3a muddu
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UluldnsivasuTlulndludsewins F vesdriugudduiugne luanimiuerd 9uiu 147 du wag luaniniudu

FIU3U 138 Ay NNTIATIsImanuduiussenindlulndvesaiemmngluanaduetyiuesennen dien1siasien

5|
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o v a
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o

fanuduiusiveny fusenaenduinniian lnvanunsaesuiganuiulys (RY) veoryiueenaenduld 50.94% Tuaniniugnd
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Taanadiauduiusiveny fusennendu Taedien R? wihiu 76.51% Tuanmiuem uas 68.25% luaniniudu

faifu \ioldiedosmnelinana Hds-in1-PI2 uag RFT1-5UTR-PIT i 2 sumisiisaufuazdaelinisdnidond o
o1y fusennondu IietnslivssAninmuardauuiugunngstu Wedulsslevdlunsuiugaiugineely egslsfin
TusnAdeil edowmanslanana RFT1-5UTR-PIL waw Hd3a-in3-PI1 fidudunilsvesdu RFTI way Hd3a suddy Saedy
Anwduiusiuganseviaedomaneluianaseiy waluaniwiuenuazanwiudu edenidesaniaiesmneluana
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