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Comparing the Genetic Parameter of Body Weight
Estimated with 2 Methods in Thai Indigenous Chicken
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ABSTRACT

Fourty-one of Thai indigenous female chickens were raised individually in the double desk battery for
120 days period of egg collection. The average egg production was 26 eggs per hen and the range of the
trait was 61. The 4, 6 and 8 weeks body weight of progenies derived from the nested mating of 13 males
and 27 females were 164.46, 343.83 and 555.91 grams and the coefficient of variation (CV) of these traits
were 17.77, 17.30 and 17.84 respectively. The genetic variation and the heritability derived from sire and dam
components which analysed by REML showed a higher value than analysed by ANOVA in all traits. The
heritabilities were ranged between 0.25-0.85 in REML method and ranged between 0.21-0.73 in ANOVA
method. The standard error (SE) of the heritabilities computed from ANOVA method showed medium to
high value of 0.19-0.45. The genetic and phenotypic correlation between these traits revealed a high value
of 0.83-0.97 and 0.71- 0.86 respectively. However, the genetic correlation between some traits were more
than 1 which was outside the parameter space due to an unappropriated analysis method
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Tablel Theaveragebody weight, standard deviation (SD), rangeand CV of Thai indigenous chickens

in ages of 4, 6 and 8 weeks.

Ages Mean (gm) SD cv Range
4 weeksold 164.46 29.22 17.77 180
6 weeks old 343.83 59.50 17.30 360
8 weeksold 555.91 99.17 17.84 580

Table2 Variance components of various ages computed from sire , dam and error effects of analysis

method of ANOVA and REML.

Analysis methods Ages 05 OZD 0%
ANOVA 4 wks 145.29 85.68 563.65
6 wks 575.68 183.30 2754.63
8 wks 854.03 694.74 7736.41
REML 4 wks 179.56 94.82 571.29
6 wks 750.93 237.16 2758.93
8 wks 1152.96 745.84 7884.22
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Table3 Estimated heritability andit’ sstandard error in various ages computed from sire, dam, andsire
+ dam components derived from the analysis method ANOVA and REML.

Analysed methods Ages h2 + SE h3 +SE h2,p + SE
ANOVA 4 wks 0.73+£0.45 0.43+024 0.58+0.28
6 wks 0.66 + 0.38 0.21+£0.19 0.43+0.23
8 wks 0.37£0.29 0.30+£0.22 0.33+0.21
REML 4 wks 0.85 0.45 0.65
6 wks 0.80 0.25 0.53
8 wks 0.47 0.31 0.39
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Table4

Estimated genetic correlation (upper diagonal) computed from sire and dam components and

phenotypic correlation (lower diagonal) between various ages of Thai indigenous chickens.
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