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Fig. S7 'H Nuclear magnetic resonance spectrum of compound 3 (400 MHz, CDCl;), where ppm = parts per million
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Fig. S8 '*C Nuclear magnetic resonance spectrum of compound 3 (100 MHz, CDCl,), where ppm = parts per million
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Fig. S9 High-resolution mass spectrum (HRMS) of compound 3
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Fig. S10 'H Nuclear magnetic resonance spectrum of compound 4 (400 MHz, CDCl;), where ppm = parts per million
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Fig. S11  '*C Nuclear magnetic resonance spectrum of compound 4 (100 MHz, CDCl;), where ppm = parts per million
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Fig. S13 'H Nuclear magnetic resonance spectrum of compound 5 (400 MHz, CDC,), where ppm
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Fig. S14 3C Nuclear magnetic resonance spectrum of compound 5 (100 MHz, CDCl,), where ppm
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Fig. S15 Correlated spectrum of compound 5 (400 MHz, CDCl,), where ppm = parts per million
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Fig. S16 Total correlation spectrum of compound 5 (400 MHz, CDCI,), where ppm = parts per million
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Fig. S17 Nuclear Overhauser effect spectrum of compound 5 (400 MHz, CDCl,), where ppm = parts per million
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Fig. S18 HSQC-edited spectrum of compound 5 (400 MHz, CDCl,), where ppm = parts per million
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Fig. S19 HMQC spectrum of compound 5 (400 MHz, CDCl,), where ppm = parts per million
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Fig. S20 HMBC spectrum of compound 5 (400 MHz, CDCl,), where ppm = parts per million
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Fig. S21 High-resolution mass spectrum (HRMS) of compound 5
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Fig. S22 'H NMR spectrum of compound 6 (400 MHz, CDCl,), where ppm = parts per million
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Fig. S32 'H NMR spectrum of compound 1 (400 MHz, DMSO-d,), where ppm = parts per million
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Fig. S34 DEPT spectra of compound 1 (100 MHz, DMSO-d,), where ppm = parts per million
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Fig. S37 NOESY spectrum of compound 1 (400 MHz, DMSO-d,), where ppm = parts per million
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Fig. S38 HSQC-edited spectrum of compound 1 (400 MHz, DMSO-d,), where ppm = parts per million
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Fig. S39 HMQC spectrum of compound 1 (400 MHz, DMSO-d,), where ppm = parts per million
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Fig. S40 HMBC spectrum of compound 1 (400 MHz, DMSO-d;), where ppm = parts per million
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Fig. S41 High-resolution mass spectrum (HRMS) of compound 1
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Fig. S42 HPLC trace chromatogram of compound 1
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Fig. S43 Disc diffusion antibacterial results
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