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ABSTRACT

Hemoglobin variant is an inherited disorder that results in the abnormal structure of globin
chains of the hemoglobin (Hb) molecule. Many hemoglobin variants have been characterized
worldwide and the distribution of hemoglobin variants in southern Thailand is associated with
geographic and/or ethnic backgrounds. The aim of this study was to investigate the genetic origin
of rare hemoglobin variants in Thailand by characterized the beta-globin gene cluster haplotype
pattern in Hb C 21 cases, Hb D-Punjab 14 cases, Hb Tak 4 cases and Hb G-Makassar 4 cases.
Haplotype analysis was done by Polymerase Chain Reaction — Restriction Fragment Length
Polymorphism (PCR-RFLP) for beta globin gene cluster of the following polymorphic restriction
sites: Hincll 5’e, Xmnl 5’Gy, Hindlll Gy, Hindlll Ay, Hincll 5’\|jB, Hincll 3’\|JB and Avall 5’[3. This study
found that the type of haplotype of hemoglobin variants in southern Thailand is apparently different
from previously report. The haplotypes of Hb G-Makassar and Hb Tak were reported for the first
time in southern Thailand. This finding suggests that the history of population admixture might
contribute to the present distribution pattern of the haplotype variants.
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