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ABSTRACT

The genetic diversity and relationship of subfamily Acanthoideae in Thailand was carried
out. PCR technique was amplified sequence data from the intron and spacer of the trnL-trnF
chloroplast DNA by primer C/D or C/F from 52 samples of Acanthoideae and 3 samples of
outgroup. The size of amplified products is approximately 550 base pairs (C/D primer) and 900
base pairs (C/F primer). A phylogenetic analysis using neighbour-joining method was conducted in
MEGA 5. The tree was divided the samples into 2 tribes; Ruellieae and Acantheae. Ruellieae was

divided into 4 sub-group; Justiciinae, Ruelliinae, Andrographinae and Barleriinae.

ARty Wwatla PCR, Aaalsnanasalaule, 29dtias Acanthoideae
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Waq9dtiag Acanthoideae 4natiluned Acanthaceae Tae Scotland Az Vollesen (2000) 61
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A1uunasAeiae Acanthoideae 1l 2 1N Aia Acantheae uaz Ruellieae Tngiein Ruellieae auuniily 4
wintdes e ltaafaafs (Ruellinae) windeaanln (Justiciinae) neaadan1u (Barlerinae) wazinn
tlaenzane (Andrographinae) Anwauiialinesiasdeias Acanthoideae tluwldnn arfuinuin
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InemallaNdens foglnswes C (5'-CGAAATCGGTAGACGCTACG-3)/ D (5-GGGGATAGAGGGACT
TGAAC-3) 438 F (5-ATTTGAACTGGTGACACGAG-3') (Taberlet et al., 1991) Inanimuald pre-
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Aiudnadeluiaaedeon Acanthoideae Ao 52 Faading wiailu 15 ana ldun ana
Graptophyllum, Pseuderanthemum, Asystasia, Clinacanthus, Gymnostachyum, Rhinacanthus, Justicia,
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