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ABSTRACT

Cloning and partial sequencing of cyp79a (Cytochrome P450 Aromatase A) of sea bass
(Lates calcarifer) were studied. DNA was extracted from liver tissue of adult sea bass and cyp19a
was then amplified by PCR (Polymerase Chain Reaction). The cyp79a amplicons were cloned and
subsequently sequenced revealing that the obtained cyp79a gene was 629 bp in length. The
partial cyp19a gene structure comprises 3 exons (90, 154 and 162 bp, respectively) and 2 introns
(96 and 127 bp, respectively). The amplified exonic DNA regions compared to the GenBank
database revealed highly similarity (92% identity) with the cyp79a mRNA of Dicentrachus labrax
(GenBank accession no. AJ311177; retrieved on December 25, 2012). Analysis of the cyp79a and
those of the other teleosts by phylogenetic tree confirmed that the amplified DNA fragment is
cyp19a. The result from this study provides information that will lead in further analysis of the
complete cyp79a gene structure. The cyp79a gene segment can also be applied to use as a
molecular biomarker for screening of the estrogenic compounds and polycyclic aromatic
hydrocarbons contamination in the aquatic environment.
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Uainewaana (Lates calcarifer Bloch; Sea bass) Lﬂuﬂmﬁﬁﬂﬁ:ﬂﬂﬁﬁmﬂﬁdﬁmﬁﬂﬂgﬂul@‘mm
1hnusiin 3eiltenmadusaiuansiuienluuaninlagenzanaiiunio polycyclic aromatic
hydrocarbons (PAHs) uazanslunguiealngiai (Humphrey et al., 2007) Fagns PAHs 1uansGudu
YRIAINDN IS (Precarcmogen) LL@vLﬂummumm@ﬂuﬂ@u Endocrine Dlsruptor Compounds (EDCs)
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& cyp19a (Cytochrome P450 Aromatase A) Lﬂuﬁuﬁmu@umiﬁqmmxﬁmmLﬁmﬂﬂﬁﬁwuiﬁ
ludnifinszgndumds Seuamseanluglrenelmiasinnmg (aromatase) leulmiagaineluidzemis
asansaRasens fnurhfinAsueulasiay (androgen) lilifluealasiau (estrogen) (Kanda et al.,
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mmmL@uL@@’mLuﬂLﬂﬂmummﬂ@’mvwx‘m’n el GF-I tissue DNA extractlon kit (Vlvant|s
Malaysia) mﬂumwuﬁ?mmm@ummamﬂuﬂ PCR ﬂgﬂim PCR L?u@’]ﬂ“}mm@u predenature 1/1
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(bootstrap) Q71491 1,000 ﬂ%ﬂ
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cyp19a _. 500 bp

gﬂﬁ 1 WAKAR PCR U3aEY cyp19a 289Uannznatna (L. calcarifer) R39a@al Aaeazn11381aa
AanTnslWdda 0.7% NANA9ANg100 Taas w1 30 W (1 = cyp19a, 2 = negative control,
M =100bp DNA ladder)

cyp19a
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D. labrax

cyp19a

. 90 bp 154 bp 162 bp
L. calcarifer

esm———— = |ntron

'51]1/1 2 uReuieudiuaestiu cyp?9a 1estangwerna (L. calcarifer) N ﬂmﬁu‘imm%qﬁmmmd
29 cyp19a 1891an D. labrax (GenBank accession no. AJ311177)
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ﬂl@qﬂmﬂimmm\im 11 daya wazuanaanantu cyp19b 1esilan M. cephalus RN TG ('j“ﬂ‘Vl 3)
FavhAstueilEd iy cyp19a FatansuTanale s sdauaeaiiy cyp19a finsruannnsinenluy
m\m%mmmmiﬂmmmumﬂm‘E@"memugim wazilszend AN HsALNNIUARNEaNTRIEWA T
Lﬂuﬁqm%m?ﬂwﬂy@mmmﬂum\juLfam‘limww??@ petroleum  hydrocarbons, polycyclic aromatic
hydrocarbons Uua TN AaseaNUnsANEN T8 Humphrey et al. (2007) 18 {lusiu
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A8gAnA qaenisn. ansnienzifeanemsih e nem. 2554. Fundududana 11 unsan 2556,
wWnneldannidulas http://webdb.dmsc.moph.go.th/ifc_toxic/a_tx_1_001c.asp?info_id=77.
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