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Sex Identification of Birds in Genus Charadrius
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ABSTRACT

Charadrius spp. are small shorebirds which wintering in Thailand during non-breeding
period. outside the breeding season the adult is nearly sexually monomorphic that sex is difficult to
identify. Therefore, sex identification using molecular technique is recommended. In this study,
using FTA card, genomic DNA was collected from blood samples of three Charadrius spp.,
including lesser sand plover (Charadrius mongolus), greater sand plover (C. leschenaultii) and
kentish plover (C. alexandrinus). The 2550F/2718R primer can be used to amplify the intronic
region of the chromo-helicase-DNA binding (CHD) gene and the resulting PCR products were
analyzed by agarose gel electrophoresis. The females produced two bands, which are 450 bp
(CHD-W) and around 650 bp (CHD-Z), whereas samples from the males produced only a single
band at around 650 bp (CHD-Z). Additionally, the nucleotides sequence of CHD-Z of
C. alexandrines is different from C. mongolus and C. leschenaultii is 13 bp.

ANRNATY:  NNITUWA, BU chromo-helicase-DNA binding (CHD), unvialaian
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ANENANAUNTRIALAN (Genus Charadrius) AiveimatianIeiuiana

28N19NARBY
1. ANgLNUAIaENARAUN

ﬁuﬁuunwL@u@wmwmn@uﬂﬁﬂmﬁn AREMATIANNITLUNAREVIRANRNTNE (1] UaTATUE, 2554)
Lmuiwummwuﬁumqmummmm@mmmqmmmm‘umyrwm Tne ANALUNLTRMWINARAN NN
5ol Samdnaynsanmg LL@JLI?L’]MLLM@NW]LUEI RTANESLT TIIRBURAIAN W.A.2555 UaiUFDatNg
AenlaeiansiiBnaalaeiisindaiuwes 26 uald FTA Card dinviethedvandan wdafulil
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¥inANgze1m Poucher 1ua 2 Haawas uavtililianziu FTA card nildethaien lddw
nszanmatiiasluvaANARBITLNA 0.2 TAAART WaxinALEWlTEqns Inennain FTA purification
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wisaaniiliy C. mongolus auaw 24 Fn wiiidwwag 20 i WAy 14 69 C. leschenaultii A3
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WAL CHD-W 184uUnYia 3 @neiug wans1eiuetlszun 162-175 Aiud

NNIITYNAUNFENIIRIIRABLEN CHD 18IUNFANEERUTesNaNaTW Azlaundunsay

'8

AN [TWIWAAET8Y Wang uazAniy (2007) N lnawes 2550F/2718R Tunnsszymaun 59 anemiug
wudwiazaeRugNauI A uRseuNuAnENeiW atnslsfinuenaasidatanatminauluunensdiun
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‘a‘ﬂ‘l/l 1 LLZWNN@TW?’JLﬂﬁ"]yMN@ﬁmmEﬂWﬁi@’]i‘W}ﬂfJﬁ@L@ﬂIVIﬁT(L\V\I?‘Sﬁ@ L@@ﬂvﬂﬁii‘@ 1.5%) °]]‘ﬂ\1‘1/1 1LL@0, 10
A8 marker DNA 50 bp ﬁnmm 2 uaz 3 Aa C. mongolus °ijrN‘1/1 4unz 5@ C. leschenaultii °ijrN‘1/1 6 uaY
7 @ C. alexandrinus Tesil 8 uaz 9 A Vl,ﬂvﬂmﬂummuam (M A WAL uaz F Aa twAls)
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C. mongolus CHD-Z AGTTAGARAA GATGATCTCC AAAGGTCCCT TCCAACCTCA ACTGTTTTGT ATTATGGCAT
C. leschenaultii CHD-Z AGTTAGAARAA GATGATCTCC AGAGGTCCCT TCCAACCTCA ACTGTTTTGT ATTATGGCAT
C. alexandrinus CHD-Z AGTTAGAAAA GATGACCTCC A-—--—-—---- ———- ‘ACCTCA ACTGTTTTGT ATTATGGCAT

51l 2 udAINNI9AFENAALTaARla InATasRLANFANeTWaeY CHD-Z luun C. mongolus (wWnL)
C. leschenaultii (k0INAN) kA C. alexandrinus (WDAAN)
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9§ aauan, 1n95mil BeNan I wazdntng duuia. walAN19LLnAleviagandng (Cannon Net) i
dszmalng. nasnddsuaraauaNiaieuldtilsyant 2553. nguenuidadnsi
Avineuinddndin nangnenuuienn®d dndiuasiugeg. ngamwe. 2554; 113-123.
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