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Gene Co-expression Network of Predicted Salt Tolerance Region on Chromosome 1 in
Rice (Oryza sativa L.)
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ABSTRACT

The study of salt tolerant phenotype using modified standard evaluation system (SES) was
performed in KDML105 chromosome substitution line population generated by the substitution with
segments of different sizes in chromosome 1 between RM212 and RM5310 markers coming from
DH212. Co-expression network construction from microarray database revealed at least 9 node

genes involving in salt stress response.
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