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Genetic diversity in the blue swimming crab (Portunus
pelagicus) and mud crab (Scyllaspp.) populations of Thailand:
conclusion of the study results, benefits and utilizations
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ABSTRACT

Genetic diversity in blue swimming crab and mud crab populations of Thailand was studied based on the
molecular genetic marker techniques, microsatellite and allozyme. Results of the study are as follows: (1)
eleven pairs of microsatellite primers were developed and/or tested in the blue swimming crab, and nine
pairs in the mud crabs; (2) interspecifically and allozymically, the mud crabs (Scylla spp.) were classified
into four species (the “black”, S. olivacea; “white”, S. paramamosain; “green”, S. serrata; and “purple”,
S. tranquebarica); (3) with the allozyme-based analysis, the interspecific genetic structure and relationships
of all the blue swimming and mud crabs species were clearly shown; (4) with the microsatellite-based analysis,
informative knowledge of the genetic variability and variation in the blue swimming and mud crab populations

of Thailand, and the interpopulation differentiation and structure within the crab species were attained.
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M 4 manuiunlsuazlSinannualsdsmumaiugassuvengannria  9INUKHARI0E1

Hanuaiianm

YUA UNAIAIDE U Na Ne R Ho He

@10619

i a9a 20 4.0000 25119 26920 05833  0.5403
2004 18 3.5000 23009 24287 04946  0.4740
NBI1Y3/ 1N/ 903 22 46667 25852 27498 05421  0.5150
YszuAsTus 18 21667  2.0219 20953 03333  0.3333
RUNT 10 3.1667  2.1405 22448 04556  0.4398
Swginil 11 33333 21768 23928 04167  0.4233
0.521ua (UATY/ Ua) 18 2.8333 19484 22290 04510  0.4196
es sva 8 26667 20183  2.1493 03393  0.3929
flagil 16 26667 20879 26667 05556  0.5333
UFIIN 18 33333 22589 24123 05048  0.4843
FZUDY 40 40000 23939 34753 04603  0.4505
ﬂﬁzﬁ/glﬁ@] 20 3.6667 25135  3.6667 04878  0.4618
9 18 3.6667 23303 34223 04572 0.4440
Wi 20 40000  2.6980  3.6567 04923  0.4773

Y ane 11 43333 27114 43333 05589  0.5222
32004 20 51667 35019 42745 05988  0.5827
W15/ 1A/ A5 28 45000 32468 43205 05894  0.5578
Y3z s 24 50000 34647 44325  0.6082  0.5806
AUNS 22 48333 36018 42145 06163  0.5945
Swginil 29 3.8333 29611  3.6267 04981  0.5405
0.5z 1ua (UATY/ Ua) 20 46667  3.0269 40480 04992  0.5618
es sva 9 43333 28033  3.8233 05447  0.5197
flaail 20 50000 32380  4.0305 05605  0.5746
UIEN 10 41667  3.0802  4.0458 05532  0.5708
F2UDY 9 26667 15992  2.6667 02666  0.2569

Y ana 10 35000 27566 32172 05475 0.6019
52004 15 3.1667 27434 28488  0.6884  0.6838
UTIIN 10 3.0000 22927 29167 05500  0.4870
F2UDY 9 25000 23111 25000 05667  0.5208

Ywer  szued 7 33333 25653 33333 05844  0.5344

NN Na = number of averaged alleles, Ne = number of effective alleles, R = allelic richness, Ho = observed heterozygosity,
He = expected heterozygosity (Ho 14#i1iy dylunnuuandianin He moldmisna ou ugassa-Iniiisn
Taely chi-square goodness of fit test, p > 0.05)
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R GRGRGERN NUIUY Na Ne R Ho He
{10819

A319 30 15.2500 10.7528 10.7848 0.8482 0.8649
52904 35 13.2500 9.2698 10.3180 0.8280 0.8579
¥01)5 15 11.2500 8.2743 11.2500 0.8636 0.8766
NBI1Y3/ 1N/ 493 38 13.0000 9.0907 10.4090 0.8303 0.8579
Y3z ius 30 12.7500 7.3138 9.6122 0.7967 0.8376
FUNT 30 13.5000 8.3640 10.3270 0.8325 0.8619
iRl 31 12.5000 7.4577 9.4545 0.7105 0.7389
0.5z 1ua (UATY/ Ua) 23 12.2500 8.3854 9.8328 0.8139 0.8538
e sva 22 11.0000 7.4650 9.4955 0.8288 0.8442
flaantl 33 14.7500 9.4032 10.1188 0.9026 0.8736
UsIHEN 31 14.2500 9.2934 10.1260 0.8478 0.8709
FZUDY 28 11.7500 7.9207 11.1950 0.7830 0.7775
ﬂizﬁ/g!ﬁﬂ 30 10.7500 6.4766 10.7500 0.7933 0.7780
9 25 9.2500 5.9504 8.7978 0.7857 0.7890

NN Na = number of averaged alleles, Ne = number of effective alleles, R = allelic richness, Ho = observed heterozygosity,
He = expected heterozygosity (Ho it 1fnylunnuuandann He noldmana oy wqassa-Imidsn
Taold chi-square goodness of fit test, p > 0.05)
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a1 lneuu tay 817 Inenang 817 Inoa duaiu 1 Pamova
Hlanzfuson
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lwswes/Tals  DOFBSC3, DOFBSC23, DOFBSC3, DOFBSC23, DOFBSC3, DOFBSC23, DOFBSC3, DOFBSCIY,
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M p2 0.2237 0.0025 0.5475 03615
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DOFMCI13 DOFMCI13 DOFMC13
M p2 0.8160 0.2593 0.0557 0.8499
v Dwouas 3 3 4 1 0.1105
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