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Figure 1 Forrest plot demonstrating OR, 95%Cl and weight from each study. Each black box represents OR of each study

(the size of the box varied by weight). The extended lines to both sides of each box represent 95% CI (the shorter of

the line refers the narrower of 95%CI and the greater of the weight). Diamond figure demonstrates pooled OR and

95%(ClI after analysis. Dashed line indicates pooled OR. Bold line (line of no effect) indicates OR = 1 meaning that

the candidate polymorphism does not contain any effect on the disease pathogenesis.
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Table 2 Genotype and allelic frequency of SNP PD1.3

Allele frequency Genotype frequency
Study Case Control Case Control
A G N A G N AA AG GG N AA AG GG N
(Johansson er 38 482 520 74 1266 1340 2 34 224 260 1 72 597 670
al., 2005) (7.3) (92.7) (5.5) (94.5) (0.7) (13.1) (86.2) (0.2) (10.7) (89.1)
Swedish (2)
(Velazquez- 26 474 500 14 696 710 0 26 224 250 0 14 341 355
Cruz et al., (5.2) (94.8) (2.0) (98.0) (0.0) (10.4) (89.6) (0.0) (3.9) (96.1)
2007) Mexican (5)
(Wang et al., 7 211 218 9 191 200 1 5 103 109 1 7 92 100
2006) (3.2) (96.8) (4.5) (95.5) (0.9) (4.6) (94.5) (1.0) (7.0) (92.0)
Taiwanese (10)
(Sanghera et al., 71 481 552 77 641 718 3 65 208 276 4 69 286 359
2004) European (12.9) (87.1) (10.7) (89.3) (1.1) (23.5) (75.4) (1.1 (19.2) (79.7)
American (11)
(Sanghera et al., 7 63 70 3 59 62 0 7 28 35 0 3 28 31
2004) African (10.0) (90.0) (4.8) (95.2) (0.0) (20.0) (80.0) (0.0) 9.7) (90.3)
American (11)

Table 3 Quality assessment score for SLE disease

Criteria Score

1. Representativeness of cases 2

A. Randomly selected from case population with clearly defined random frame

B. Randomly selected from case population without clearly defined random frame or with extensive inclusion 1
criteria

C. Method of selection not described 0
2. Representativeness of controls

D. Controls were randomly drawn from the same area as cases with the same criteria 2

E. Controls were randomly drawn from a different area than cases 1

F. Not described 0
3. Ascertainment of SLE cases

G. Clearly described objective criteria for diagnosis of SLE 1

H. Not described 0
4. Ascertainment of controls

1. SLE examinations were performed on controls to prove that controls did not have SLE 2

J. Article merely stated that controls were subjects who did not have SLE; no proof provided 1

K. Not described 0

5. Ascertainment of genotyping examination
L. Genotyping done under “blind” conditions 10

M. Un-blinded or not mentioned

6. Test for Hardy-Weinberg equilibrium

N. Hardy-Weinberg equilibrium in control group 21

O. Hardy-Weinberg disequilibrium in control group

P. Hardy-Weinberg equilibrium not checked 0
7. Association assessment

Q. Assessed association between genotypes and SLE with appropriate statistics and adjusting confounders 2

R. Assessed association between genotypes and SLE with appropriate statistics without adjusting confounders 1

S. Inappropriate statistic used 0
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01 1 10

Figure 2 Forrest plot demonstrating OR, 95% CI and weight from each study. The line with diamond figure

demonstrates pooled OR and 95% CI from all studies, which were 1.426(1.1145-1.8247) respectively.
Therefore, PD 1.3 is significantly associated with SLE.
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