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ABSTRACT

Microsatellite marker was used to verify
eucalyptus clones. Thirty nine primer pairs were
selected. Twenty eight primer pairs could amplify
DNA in which 18 of them showed polymorphic band
pattern among 25 eucalyptus clones. One hundred
and fifty-two distinct DNA bands were scored and
calculated for the genetic similarity and cluster
analysis using simple matching and unweighed pair
group method using arithmetic average (UPGMA).
From the phylogenetic tree, these eucalyptus clones
were divided into four clusters. Two sets of primer
pairs, namely EMBRA 2 and EMBRA 22, EMBRA
2 and EMBRA 63, EMBRA 22 and EMBRA 69 or
EMBRA 63 and EMBRA 69 were combined and
able to simultaneously amplify DNA in a duplex
PCR reaction which made fingerprinting of eucalyptus
clones easier and less expensive.
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Table 1  Accession number of 25 eucalyptus clones.
No Accession Provenance Region
1 29/18 Flat Rock Pool Walsh-Mitchell River Queensland
2 88/23 Montalbion Petford Region Queensland
3 D1 - ;
4 11/11 Eccles Creek/tributaries Petford Region Queensland
5 22/13 Eccles Creek/tributaries Petford Region Queensland
6 108/12 Katherine Northern Territory
7 229/9 Morehead River Other Queensland
8 26/23 Morehead River Other Queensland
9 K517 - -
10 88/17 Healeys Yard Walsh-Mitchell River Queensland
11 44/23 Mishap Creek Petford Region Queensland
12 K61° - -
13 19/10 Walsh River-W.Emu Creek Junction Petford Region Queensland
14 109/14 Headwaters-Emureka Creek Petford Region Queensland
15 196/18 Healeys Yard Walsh-Mitchell River Queensland
16 227/7 Morehead River Other Queensland
17 178/23 Palmeryville Walsh-Mitchell River Queensland
18 163/24 Walsh River Rockwood Walsh-Mitchell River Queensland
19 112/21 Eureka Creek/tributaries Petford Region Queensland
20 72/8 Petford Bridge Walsh-Mitchell River Queensland
21 88/12 Montalbion Petford Region Queensland
22 K69* - -
23 228/17 Morehead River Other Queensland
24 236/23 Thailand Thai selection
25 188/18 Healeys Yard Walsh-Mitchell River Queensland

Ip1:E camaldulensis, K51 : E. camaldulensis, kel : hybrid between E. brassiana and E. grandis, and 4K69 : hybrid between

E. camaldulensis and E. pellita (commercial varieties)
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Table 2  Names and sequences of each primer.

No Primer Sequence of Forward primer Sequence of Reverse primer

1 EMBRA2 CGTGACACCAGGACATTAC ACAAATGCAAATTCAAATGA

2 EMBRAS ATGCTGGTCCAACTAAGATT TGAGCCTAAAAGCCCAAC

3 EMBRAG6 AGAGAATTGCTCTTCATGGA GAAAAGTCTGCAAAGTCTGC

4 EMBRA7 CACACCGTGTCAGTTAGC AATAAGGAGGATTCCATGG

5 EMBRAS CACAACTAAAAATCAAAACCC AAAGAGCAGATTATTACAGAAGC
6 EMBRAI10 GTAAAGACATAGTGAAGACATTCC  AGACAGTACGTTCTCTAGCTC

7 EMBRALI1 GCTTAGAATTTGCCTAAACC GTAAAATCCATGGGCAAG

8 EMBRAL16 CAACGTTCCCCTTTCTTC ATGTTAGGCCAAACCCAG

9 EMBRA18 CAGCTAGGATGTTAGACTTGG GCACACCTAGAATTTTCAAACTA
10 EMBRA22 GCACATGCACACACGGTTG AAGGCCAGTGGTCGTGAGTC

11 EMBRA26 CCCACAACAAAAGGAAAG AGAGGTGTTCGATTCAATTC

12 EMBRA33 CAATTTGCATGTCCAGTTTG GCAGAAGTTGATTGAAAGCA

13 EMBRAG63 CATCTGGAGATCGAGGAA GAGAGAAGGATCATGCCA

14 EMBRAG69 ACCTTGTGATGGATGAAGC CCCGACAAGGATGAGAAA

15 EMBRA108 CGCTAGTTGCTTCCATCTC TTTCGTTGGAAGAGAGGC

16 EMBRAI127 CAAGCTGTAGGGTTCCTTT GTATAAGACCCAAAGACCCA

17 EMBRA148 GATTACAAGCCACACCGT AGCCAAGTTGTATCAGAACC

18  EMBRAI179 GTCGGCTCACAGCATGAA GCCTCCAGTAGTTAACAGACG
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Figure 1 DNA fingerprints of 25 eucalyptus clones amplified using EMBRA 179 primer. M : molecular

weight marker, 1-25 : numbers of 25 eucalyptus clones as shown in Table 1, the right arrow

represents 125 bp DNA marker.
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Figure 2 Phylogenetic tree of 25 eucalyptus clones based on 18 microsatellite markers using UPGMA

method of NTSYS-pc 2.2 program.
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