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AFLP and morphological markers were
applied to study genetic diversity of Waan Chak
Modlook (Curcuma comosa Roxb.). Thirty-three
samples of Curcuma comosa Roxb. were amplified
with nine EcoRI—Msel primer combinations that
generated a total of 161 bands, in which 102 of them
or 63.35% of total bands were polymorphic. The
UPGMA clusters derived from AFLP showed that
they could be classified into two major groups.
Principal coordinates analysis (PCoA) was also
analyzed and the result was consistent with the
grouping found in the dendrogram. The values of

similarity coefficient ranged from 0.49-1.00.
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Morphological characteristics could also be classified

into two major groups with different inflorescence.
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Table 1  Waan Chak Modlook (Curcuma comosa Roxb.) used in this study.
No. Source No. Source No. Source
1 Ayutthaya 12 Surin 23 Sa Kaeo
2 Phichit 13 Krabi 24 Songkhla
3 Prachuap Khiri Khan 14 Surin 25 Prachin Buri
4 Songkhla 15 Nakhon Pathom 26 Nakhon Phanom
5 Nong Khai 16 Kanchanaburi 27 Lop Buri
6 Ratchaburi 17 Maha Sarakham 28 Chiang Mai
7 unknown 18 Maha Sarakham 29 unknown
8 Ratchaburi 19 Kanchanaburi 30 Surat Thani
9 Kamphaeng Phet 20 Surin 31 Kanchanaburi
10 Chiang Mai 21 Chai Nat 32 Phetchabun
11 Nakhon Pathom 22 Chachoengsao 33 Sa Kaeo
Table 2  Nucleotide sequences of EcoRI and Msel adapters.
Adapters Nucleotide sequences

EcoRI adapter

Msel adapter

5 -CTCGTAGACTGCGTACC-3’
3’ -CATCTGACGCATGGTTAA-5
5’ -GACGATGAGTCCTGAG-3’
3 TACTCAGGACTCAT-5
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Figure 1 Dendrogram of 33 Waan Chak Modlook (Curcuma comosa Roxb.) accessions resulting from the

UPGMA cluster analysis based on J. accard’s similarity coefficients values obtained from the AFLP

data. Bootstrap values are shown on different nodes.
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Figure 2 Patterns of relationships among 33 Waan Chak Modlook (Curcuma comosa Roxb.) accessions
revealed by principal coordinate analysis (PCoA) based on AFLP data. Number 1-33 represents

different accessions (Table 1).
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Figure 3 Inflorescences of Waan Chak Modlook (Curcuma comosa Roxb.): cluster I (first row) and cluster

II (second row).
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