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Blast disease and rice breeding for blast disease resistance

through marker-assisted selection
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Figure 1 Cause of blast disease and blast symptom (a) Pyricularia grisea (b) leaf blast (c) node blast
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Table 1 ~ Summary of conventional DNA markers for the rice blast resistance genes (modified from Koide
et al., 2009).
Target gene Donor Chromosome Distance Marker
Pi27(t) Q14 1 11.9 RMI151
9.7 RM259
Pi35(t) Hokkai 188 1 3.5 RM1216
35 RM1003
Pidl Digu 2 14.5 RM262
Pib Tohoku 2 0 RM208
0 Pibdom
pi2l Owarihatamochi 4 0 P702D03#79
Pigm(t) Gumei 4 2 26348
Pi36 Q61 8 0.4 RM5647
0 CRG3
Pi5 RIL125, RIL249 9 0 76B14f
0 40N23r
Pi38 Tadukan 11 4 RM206
16 RM21
Pik Kusabue 11 0 k8823
0 K8824
Pik-m Tsuyuake 11 0 K2167
Pik-h Tetep 11 0 RM224
Pik-s Shin2 11 0 RM224
0 RM1233
Pita Taducan 12 - Pi-ta 440
- Pi-ta 1042
- Pi-ta 403
Pi20(t) 1IR24 12 0 RM1337
RM5364
Pi39(t) Ql15 12 0 39M6
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Figure 2 Putative location of the blast resistance genes reported by 2008 (Koide et al., 2009).
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