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ABSTRACT

Identification of 7 Aerides species  using
polymerase chain reaction - restriction fragment length
polymorphism (PCR-PFLP) of 2 chloroplast DNA

regions revealed that 5 out of 14 restriction enzymes

could digest DNA in psbA-trnH intergenic spacer

region; however, only the EcoRI could give
polymorphism. On the other hand, total of 7 enzymes
could digest DNA in trnL-trnF region, while only 6
enzymes could reveal polymorphism. The total of 52
bands ranging between 100-1,200 bp were scored.
The similarity index in interspecific level ranged from
0.481 to 1.000. Cluster analysis using unweighted pair
group method with arithmetic average (UPGMA)
algorithm produced a dendrogram with 2 main
clusters of Aerides which was in good agreement with

their morphology and distribution data.
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Figure 1 PCR-RFLP patterns of psbA-trnH of Aerides orchids after digestion with EcoRI. The number above

each lane represents Aerides samples namely A. odoratal, A. odorata2, A. falcatal, A. falcata2, A. falcata3,

A.odorata3, A. odoratad, A. roseal, A. rosea2, A. rosea3, A. crassifolial, A. crassifolia2, A. multifloral, A.

multiflora2, A. multiflora3, A. houlletiana1, A. houlletiana2, A. houlletiana3, V. flabellata1,

V. flabellata2,A.

krabiensis, Aerides sp.1 and Aerides sp.2. M1 and M2 are 1 kb and 100 bp DNA ladders, respectively.
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Figure 2 PCR-RFLP patterns of trnL intron and trnL-trnF of Aerides orchids after digestion with Taql. The

number above each lane represents Aerides samples namely A. odoratal, A. odorata2, A. falcatal, A. falcata2,

A. falcata3, A.odorata3, A. odorata4, A. roseal, A. rosea2, A. rosea3, A. crassifolial, A.crassifolia2, A.multiflora1,

A. multifiora2, A. multiflora3, A. houlletianal, A. houlletiana2, A.houlletiana3, V. flabellatal,

V. flabellata2 ,A.

krabiensis, Aerides sp.1and Aerides sp.2. M1 and M2 are 1 kb and 100 bp DNA ladders, respectively.
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Figure 3 Dendrogram of 23 Aerides orchid samples constructed using UPGMA based cluster analysis on

genetic similarities of DNA fingerprint from PCR-RFLPof cpDNA digested with BamHI, Rsal, Msel, Vspl, Hinfl,

EcoRI and Taql enzymes. Number 1 and 2 indicate two main clusters in the dendrogram.
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Table1 Similarity index among Aerides orchidsamples.

No. 1 2 3 4 5 6 7 8 9 10 1 12 13 14 15 16 17 18 18 19

1 1.000

2 0.962 1.000

3 0.962 0.923 1.000

4 1.000 0.962 0.962 1.000

5 1.000 0.962 0.962 1.000 1.000

6 0.904 0.942 0.904 0.904 0.904 1.000

7 0.885  0.923 0.904 0.885 0.885  0.981 1.000

8 0.596 0.558  0.595  0.596 0.596 0.538  0.558 1.000

9 0.596 0.558 0595  0.596 0.596 0.538 0.558 1.000 1.000

10 0.500 0.538  0.500 0.500 0.500 0519  0.538  0.865 0.865 1.000

11 0.788 0.750 0.750 0.788 0.788 0769 0750 0.615 0.615  0.519 1.000

12 0.788  0.750 0.750 0788 0788 0.769 0.750  0.615 0.615  0.519 1.000 1.000

13 0635 0.615  0.673 0.635 0.635 0.577 0.558  0.692 0.692  0.538 0.577 0.577 1.000

14 0.673 0.635  0.673 0.673 0.673 0.577 0.558  0.692 0.692  0.577 0.615 0.615 0.942 1.000

15 0.654 0.615  0.654 0.654 0.654 0.558  0.538  0.673 0.673  0.558 0.615 0.615 0.942 0.981 1.000

16 0.865  0.846 0.827 0.865 0.865 0.788 0.750  0.654 0.654  0.519 0.731 0.731 0.654 0.731 0.712 1.000

17 0.865  0.827 0.827 0.865 0.865 0.769 0.750  0.654 0.654  0.558 0.731 0.731 0.712 0.769 0.750 0.885 1.000

18 0.942 0.904 0.904 0.942 0.942 0.846 0.827  0.654 0.654  0.558 0.808 0.808 0.692 0.692 0.673 0.865 0.885 1.000

19 0.673 0.635  0.673 0.673 0.673 0615 0596  0.731 0.731 0.635 0.615 0.615 0.692 0.654 0.673 0.712 0.731 0.731 1.000

20 0.712 0.692 0.731 0.731 0.731 0.673 0.654  0.750 0.750  0.654 0.673 0.673 0.673 0.673 0.654 0.750 0.712 0.788 0.962 1.000

21 0615  0.577 0615 0.635 0.635 0.519  0.500  0.750 0.750  0.635 0.558 0.558 0.712 0.673 0.692 0.673 0.635 0.673 0.769 0.769

22 0.788  0.750 0.750 0.788  0.788  0.731 0.750  0.577 0.577  0.481 0.635 0.635 0.615 0.577 0.596 0.654 0.731 0.769 0.635 0.596

23 0.750 0.712 0.712 0.750 0.750 0.673 0.654  0.654 0.654  0.519 0.654 0.462 0.654 0.654 0.673 0.808 0.731 0.731 0.673 0.635
Note:

1: A. odorata1l
7: A.odorata4
13: A.multifloral
19: V. flabellatal

2: A.odorata2

8: A. roseal

14: A.multiflora2
20: V. flabellata2

3: A.falcatal

9: A. rosea2

15: A.multiflora3
21: A. krabiensis

4: A.falcata2
10: A. rosea3

16: A.houlletianal

22: Aerides sp.1

5: A.falcata3

11: A.crassifolia1
17: A.houlletiana2
23: Aerides sp.2

6: A.odorata3

12: A.crassifolia2

18: A.houlletiana3
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