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ABSTRACT

Concentration of calcium, which is a
second messenger, increases rapidly in cytosol
when plants encounter environmental stress
conditions. Calcium signals are then conveyed
by the action of calcium sensors. Calmodulin
(CaM), which is one of the calcium sensors, will
bind to calcium ions and transmit the calcium
signal by binding to and activating target
proteins within the cell. The activities of target
proteins affect

physiological responses to

specific stimuli received by plant cells. In

previous study, we have identified several
putative OsCaM1 target proteins from rice
(Oryza sativa L.) by cDNA expression library
screening. In this research, the yeast two-

hybrid system was performed to examine the
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interaction of CaM and CML proteins with
Prefoldin, which is one of the identified putative
The result that
Prefoldin was found to bind OsCML4 both in

target proteins. showed
the presence and in the absence of calcium but
not with CaM.
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Table 1 Oligonucleotide primers used in this study

IMAA DUUNEUBY UAzAIE

Gene Primer Sequence

OsCaM1-1 forward 5-CACCATGGCGGACCAGCTCACC-3’
reverse 5-TCACTTGGCCATCATGACCTTG-3

OsCML1 forward 5-CACCATGGCGGACCAGCTCTCC-3’
reverse 5-TTACAGGATCACGCACTTCTGGC-3’

OsCML4 forward 5-CACCATGGAAGGGCTGACGAGC-3’
reverse 5-TCACCCAGATATCTTCCGTTCAG-3’

OsPFD forward 5-CACCATGGCTACAAAACTCCGT-3’
reverse 5-TTATACAGATTTGTCCCCAGG-3’
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Figure 1 Testing the bait auto-activation. Yeast
strains MaV203 co-transformed with the test
constructs were grown at 30 °C for several
days under selective (-LTH + 3-AT) and non-

selective (-LT) conditions.
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Figure 2 Interaction of prefoldin with CaM1,

CML1 and CML4 in the yeast two-hybrid
system. Yeast strains MaV203 co-transformed
with prefoldin and CaM/CML constructs were
grown at 30 °C for several days under selective
(-LTH+3-AT) and non-selective (-LT) conditions.
Serial dilutions of transformed cells are shown

by narrowing triangles.
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