UNAMUIVING

dnunnduniuasans
JOURNAL OF MAHANAKORN VETERINARY MEDICINE

Available online: www .tci-thaijo.org/index.php/jmvm/

v o

n1sUSuLAsTlutLiNaNaAai U Ul sAluUAdnI

F9an iwmaties’ §018 snuglasuuni! uazadn @insznat?

‘aurdnamansuazmalulagnisinuns WniIve1defauing 1 1.3 a.aunsen .98 LNYIUS 76120

undnge: Lsaluladaiduldymddgyndmaliinnisgydesessuunsndnda uarervdmadaluds

(VPN v sa & 1% a o o & = aaa o o v &
Q‘Uiiﬂﬂa’]ﬁ']iﬁnﬂam'ﬂmLUUI?V’]W?EJ LWQUﬁﬂ7§U§ULLWQWUQﬂ§3NLUUVUQIUFJSV]EU'Jﬂﬂ@QﬂuLLaﬁiﬂ@{Liﬂluama

v A &

fegeiuszansain n1sufunssdlunfenisusuasulassadeduludrduiiduelagenafinisau
(deletion) #3aunsn (insertion) arnudidutelu ludaguuladinisWauimeaiinnisusuunsdlunlyd
UszAnsnmgatu Tnemadafideuldfuegisunsvarslutiagtuléun Zinc-finger nucleases (ZFNs),
Transcription activator-like effector nucleases (TALENs), and Clustered regulatory interspaced short
palindromic repeats (CRISPRs) unaruiildsiusinaiddediinisldinada ZFNs, TALENs wae CRISPR Tu
nsfauasdlualuladng Tngsaunuiannsatofiuanuiuniuselsaluladnild lidnayldlunisda
Uinaduidusiuvedsaligydowing viedauasunsnBudy 9 Alanusuniusdelsags Fudwalvidn’
femughunudelsaiiintudnde

o o w

AdARY: N15UTURAITUENTSN UIAINTy Auniulse Uadnd

v

#QJQJ

NSURAYRUUNAIY AN MNNEUNIUATATS. 2565. 17(1): 157-171.

U

E-mail address: seritrakul_p@silpakorn.edu



Laohasatian, T. et al. / J. Mahanakorn Vet. Med. 2022. 17(1); 157-171.

Genome Editing to Enhance Disease Resistance in Livestock
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Abstract: Animal diseases significantly impact livestock production, agriculture, the economy, as well
as exposing human to foodborne illnesses that originate from animals. Recently, potential new
techniques have emerged that could efficiently prevent and treat animal diseases, one of which is
genome editing, which is a technique that can alter genetic information by inserting or removing
parts of target genes. Currently, the most widely used genome editing techniques include Zinc-finger
nucleases (ZFNs), Transcription activator-like effector nucleases (TALENSs), and Clustered regulatory
interspaced short palindromic repeats (CRISPRs). This article reviews genome editing techniques
(ZFNs, TALENSs, and CRISPRs) that have been employed for editing the genomes of livestock. Overall,
genome editing has been shown to increase disease resistance, either by removing the causative
part of the genes or by replacing them with a resistance cassette, thus enhancing disease resistance

in livestock.
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