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Analysis of Genetic Variation Associated with Flower

Characteristics of Genus Rhynchostylis
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Abstract : Genetic variation associated with flower characteristics of Rhynchostylis coelestis Rchb.f. and
Rhynchostylis  gigantea Ridl. were studied by RAPD (Randomly Amplified Polymorphic DNA) technique
using 24 primers. It was found that primers: OPAKO1, OPAK11, OPD16, OPF10, OPF12 and OPF16 for
Rhynchostylis coelestis; OPAK10, OPD05, OPD10 , OPFO7 and OPF10 for Rhynchostylis gigantea were
able to show genetic relationships. This RAPD technique has potentials for identification of genetic variation

associated with flower characteristics of Genus Rhynchostylis.

Keywords : Rhynchostylis, genetic variation, RAPD
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Figure 1 DNA fingerprint of Rhynchostylis coelestis alba (1-10) and normal (11-20)

by primer OPD16, M = standard marker.
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Figure 2 Dendrogram based on RAPD data of Rhynchostylis coelestis

alba and normal as analyzed by UPGMA (primer OPD16).
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Figure 3 DNA fingerprint of Rhynchostylis gigantea var. rubum (1-5),
alba (6-10), illustre (11-15), and strange (16-20) by primer
OPF10, M = standard marker.
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Figure 4 Dendrogram based on RAPD data of Rhynchostylis gigantea

var. rubum, alba, illustre, and sfrange, as analyzed by UPGMA

(primer OPF10).
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