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Identification of Thai Dendrobium Orchid Species

by RAPD Technique
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Abstract : DNA of twelve Thai Dendrobium orchid species from three sections, Section Callista; Den. chrysotoxum
(D026) and Den. lindleyi (D122), Section Dendrobium; Den. crystallinum (D044), Den. findlayanum (D030), Den.
nobile (D031), Den. parishii (D040) and Den. unicum (D015) and Section Formosae; Den. cruentum (D121), Den.
draconis (D022), Den. formosum (D074), Den. infundibulum (D034) and Den. scabrilingue (D012), were identified
using RAPD with 10-nucleotide primers, OPAKO04 and OPDO01-09. Primer OPD03 showed polymorphic banding
pattern of all twelve Dendrobium species. However, dendrogram from cluster analysis could not divide these
Dendrobium into three sections. DNA fingerprint pattern were derived from random primer OPAK04 were able to

distinguish of D034 and D044 from other species.
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1000 bp.

Figure 1 DNA fingerprinting generated by arbitary primer OPAKO04 of 12

Dendrobium species :

1 = Den. chrysotoxum, 2 = Den. lindleyi, 3 = Den. unicum, 4 = Den. findlayanum, 5 = Den. nobile,
6 = Den. parishii, 7 = Den. crystallinum, 8 = Den. scabrilingue, 9 = Den. draconis, 10 = Den.
infundibulum, 11 = Den. formosum, 12 = Den. cruentum and M = marker. Polymorphic bands, a,
b and c, indicated difference of genetic variation of Den. infundibulum (lane 10) and Den.

crystallinum (lane 7) from other species.

1000 bp.

Figure 2 DNA fingerprinting generated by arbitary primer OPD03 of 12

Dendrobium species :

1 = Den. chrysotoxum, 2 = Den. lindleyi, 3 = Den. unicum, 4 = Den. findlayanum, S = Den.nobile,
6 = Den. parishii, 7 = Den. crystallinum, 8 = Den. scabrilingue, 9 = Den. draconis, 10 = Den.
infundibulum, 11 = Den. formosum, 12 = Den. cruentum and M; marker. Numerous polymorphic

bands indicated genetic variation among Dendrobium species.
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Figure 3 Dendrogram of 12 Thai Dendrobium orchid species resulting from a UPGMA

cluster analysis based on genetic distances obtained from the arbitary primer

OPDO03.
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