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DNA barcoding for the species identification of fish in plant genetic conservation

area, University of Phayao
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Abstract

The objective of this investigation was to identify the species of fish collected from water sources in plant
genetic conservation area, University of Phayao by using DNA barcodes or the partial of COI nucleotide
sequences. A total of 11 fish species were correctly identified through DNA barcoding. The average of COI
sequence length was 625 bp, ranging from 591 to 639 bp. Fish of the same species revealed only one haplotype
of COI sequence. Systematics and phylogenetics studies of nucleotide sequence in COl gene among 11 fish
species indicated that the nodes of phylogenetic tree were typically divided fishes into 3 separated groups;
Perciformes, Cypriniformes and Siluriformes. Collective data was conducted to store in database containing DNA

barcodes for all fish in water sources in the plant genetic conservation area of the University of Phayao.
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1. Cypriniformes ~ Cyprinidae Labeo rohita dUmdanine 2 -
Barbonymus altus anazineunad 1 -
Barbonymus gonionotus Uanazinews - 2
2. Siluriformes Clariidae Clarias batrachus an@;nﬁm - 2
3. Perciformes Cichlidae Oreochromis niloticus Uaita 1 -
Oreochromis aureus Uannuainatneane - 1
Oreochromis mossambicus dannuainea - 1
Channidae Channa gachua aie - 2
Channa striata Uatan - 2
Osphronemidae  Trichopodus trichopterus Uanszqnda - 1
Ambassidae Parambassis sp. Uaudwun - 2
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UP053001 | Labeo rohita 627 L. rohita (99%) L. rohita (100%)
UP053101 Barbonymus altus 630 B. altus (99%) B. altus (100%)
UP053301 Oreochromis niloticus 630 O. niloticus (100%) O. niloticus (100%)
PIENUT
UP056501 | Barbonymus gonionotus 630 B. gonionotus (100%) B. gonionotus (100%)
UP056901 Clarias batrachus 627 C. batrachus (100%) C. batrachus (100%)
UP057201 Oreochromis aureus 630 O. aureus (99%) O. aureus (100%)
UP057202 | Oreochromis mossambicus 630 O. mossambicus (100%) O. mossambicus (100%)
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UP057101 Channa striata 630 C. striata (99%) C. striata (100%)
UP056601 Trichopodus trichopterus 639 T. trichopterus (100%) T. trichopterus (100%)
UP056701 Parambassis sp. 591 Pseudambassis ranga (93%) -
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