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Genetic diversity of bamboo using SSR markers
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Abstract

The bamboo is Gramineae commercially important crop of Thailand and have similar externalities.
Therefore, it is necessary to use an instrument that is accurate to classify. The SSR marker is an interesting
and accurate tool. Therefore, this research is to study the genetic diversity of bamboo in Phetchabun
Province, such as Bambusa Bambos, Giganochloa albociliata, Bambusa wvulgaris, Bambusa tulda,
Dendrocalamus strictus., Bambusa wvulgaris., Bambusa oldhamii, Bambusa nutans., Dendrocalamus
giganteus, Bambusa vulgaris, Bambusa blumeana, Neohouzeaus mekongensis and Gigintochloa compressa
by using three SSRs markers. From the increase in DNA content using the Polymerase Chain Reaction, 10
polymorphisms were shown with a genetic similarity. Coefficient was between 0.55-1.00. It can be divided
into two groups clearly and indicating that the SSR molecular markers were able to identify the genetic

diversity of thirteen bamboo species.
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A15199 1. lnswad SSR Aldlunisiiudsunaumsuelilunisveass

No. Name Sequence Reference

1 Sasab00 F GCAGATTGCCGGTTGTTTAG (Kitamura et al., 2009) [6]
Sasa500 R GGAGGGCCAAGAGGTTACA

2 Aar05 F GGGGCTCATAGAGGATTGC (Aluana G et al, 2011) [7]
Aar05 R GGGGTAGGTTGTGACATCC

3 Aarl2 F CATTGCTCATTGGACATTGG (Aluana G et al,, 2011) [7]
Aarl2 R TGACATTGTAAGAGTCCCCATT
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1 1Usgnounie Liw19 (Dendrocalamus strictus) Ledgn (Bambusa blumeana) Livaan
(Neohouzeaus mekongensis) la1861 (Gigintochloa compressa) L@ (Bambusa vulgaris)
wazld3w (Bambusa oldhamii) wagnguil 2 Usgnausae LHus (Bambusa nutans) bty
(Dendrocalamus giganteus) L@ (Bambusa vulgaris) L w1y (Bambusa Bambos) Leils
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awil 1 gUuuusadavestilumulindumsyiiosiondmiamysysal anmsliieiemneluana
¥faLeaLean1sYRIlNsUDS Sasa500; lane M @@ DNA ladder 1 kb, 1-13 A 5919 (Dendrocalamus
strictus) leus (Bambusa nutans) w1g (Dendrocalamus gieanteus) l6@n (Bambusa vulgaris)
1l (Giganochloa albociliata) liwdes (Bambusa vulgaris) lussn (Bambusa tulda) ledan
(Bambusa blumeana) liiviaan (Neohouzeaus mekongensis) lpuen (Gigintochloa compressa)

Tei 18 (Bambusa vulgaris) Liviuny (Bambusa Bambos) wagld3u (Bambusa oldhamii)
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0.55 0.66 0.78 0.59 1.00
Coefficient

awdl 2 msdanguanudusiusmeiugnssuvedlilumuliindimsiAssiandminmysysal Tneld
75 UPGMA 1mg 1 = lue19 (Dendrocalamus strictus) 2 = lWus (Bambusa nutans) 3 = luitdg
(Dendrocalamus giganteus) & = a1 (Bambusa vulgaris) 5 = lils (Giganochloa albociliata) 6
= Leiidns (Bambusa vulgaris) 7 = liussn (Bambusa tulda) 8 = lidan (Bambusa blumeana)
9 = linaen (Neohouzeaus mekongensis) 10 = limea (Gigintochloa compressa) 11 = Tivdudn

(Bambusa vulgaris) 12 = lWwunu (Bambusa Bambos) Wag 13 = lu3u (Bambusa oldhamii)
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