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TABLE 1. Mean, variance and percent coefficient of variation (C.V.) for plant height of parents, F s and F 2's populations.

Plant Height (cm)

Parents and Known Number

Generations Genotypes Plants Mean Rangs $2 Xtse  CV.(%)
‘SPR 82-23%’ : N 30 84 6499 59.43 84%1.41 9.23
IR8 sd, 30 88 74-98 - 23.83 8810.9 5.5
F, (IR8/'SPR 82-23’) .59 95 66—114 152.91 95+ 1.6 13.0
‘F| (‘SPR 82-23'/IR8) 21 106 94-119 - 3576 106+ 1.3 5.7
F, (IR8/'SPR 82-23’) 125 92 : 38153 486.10 92+1.9 24.0
F, (‘SPR 82-23'/1R8) 210 98 48 -157 501.68 98t1.6 22.7
IR36 sdl + negative 30 88 83-97 11.87 88163 3.9

. modifiers

TP6 v 18 71 5483 50-93 54%1.68 10.05
F, (IR36/'SPR 82-23") 525 116 66— 162 555.14 116+ 1.03 20.32
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TABLE 2. Trisomic analysis for 8 triplo plants in the F2 or backcross generations of primary trisomics bt‘ rice.

F, . ,
2n = 81 2n+1 Total X .= 12.5:1

or total —_——— 2

BC ’ Tal  Dwarf  ge o g Tall Dwarf Tall Dwarf  BC = 3.5:1
TP3/‘SPR 8223’ BC 2 I - T 2 - -
TP4/‘SPR 82~ 23" . BC 21 15 1 52812 3 2 18 3 10.7654
TPS/*SPR 8223’ F, 411 69 41 0.5125 - 1 % 4 47370
TP6/‘SPR 82— 23’ F, 990 886 93 2.5746 10 1 896 94 6.2902*
TP7/°SPR 8223’ F, 498 an 7 6.3924%% 15 1 426 72 36.0925**
TP8/‘SPR 82~ 2%’ F, 474 360 7 12.5476%* 34 9 394 80 61.9808**
TP10/°SPR 82— 23’ F, 163 127 25 4.3824* 9 2 136 27 19.9274%*
TP11/°SPR 8223 F, 56 31 16 25.0241%* 7 2 38 18 49.9565**

m3azH F, Taold x-test f1 x* 189 TP4/SPR 19NA1391904
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Allelic Relationship and Location of Genes Controlling Short Stature
in Thai Wild Rice “‘SPR 82-23”
By

K. Klakhaengl, C. Maneephongz, T.T. Chang3 and S. Chitrakon'

IRice Research Institute, Department of Agriculfure, Bangkhen, Ba_ngkok, Thailand 10900
2Kasetsart University, Bangkok, Thailand, 10900
3nternational Rice Research Institute, Los Banos, Philippines

ABSTRACT

The Thai wild rice, ‘SPR 82 —23’, re-identified as Oryza nivara was reciprocally crossed with IR 8 to test the
allelic relationship of ¢ SPR 82— 23’ with Dee-geo-woo-gen derivatives; also as a male parent it was crossed with 12 primary
trisomic stocks to locate its short-stature gene.’ .

F and F analysis of the cross between ‘SPR 82 — 23’ and Dee-geo-woo-gen derlvatlves showed that the short-
stature genes of ‘SPR 82 — 23’ share the same sd compound locu’ but the two parents differed in the ultrastructure of
the locus. Differences between parents in the genetic materials adjacent to the sd ; locus could give rise to trans and cis
configurations which lead to the appearance of intermediate and tall F, phenotypes. In the case of IR3§/ ‘SPR 82-23’,
larger proportions of intermediate and tall F , blants were obtained. Different genetic backgrounds of the two parents
could allow modifying genes (modifiers) in the positive direction (taller heights) to express themselves, although IR 36
and ‘SPR 82— 23’ also share the sd compound locus.

The chromosomal location of ‘SPR 82 - 83” was determined by trisomic segregatlon ratlos Because of the low
F, population size, a conclusive finding cannot be made on the exact location of the two semidwarfing genes. It is
probable that the genes are located in one of chromosomes 4, 1, 2, 3, 9 or 12.

Further studies are needed to confirm the gene system controlling the short stature of ‘SPR 82 - 23’. Also more
refined techniques and larger populatlon 51zes are needed to pinpoint the exact location of the semldwarfmg genes in the
wild rice.






