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Abstract

There are more than 200 durian (Durio zibethinus Murr.) cultivars in Thailand. Most of the
commercial cultivars are Monthong and Chani because of their high yield and good taste. At the
present, more cultivars such as Kanyao, Longlap-lae, Linlap-lae, and Phuang Mani were sold on the
market. The identification of durian varieties/cultivars by morphology was frustrated. This research, the
nucleotide sequence of rpoC1 genes was used for identification of 40 durian cultivars, collected from
Suan Ban Rao, Rayong province. Then, phylogenetic tree were constructed by MEGA7. The results
showed that 40 durian cultivars could not be completely distinguished. It indicated that this nucleotide
sequence of specific gene is not suitable for durian identification. The nucleotide sequence of other
specific genes should be studied or using other DNA markers to increase the ability for an effective

durian varieties/cultivars identification.

Keywords: durian; Durio zibethinus; rpoC1; identification; genetic relationship
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