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Abstract

Chilli pastes are various pickers with many nutritious ingredients including spices and herbs.
They also have other benefits from some fermented microorganisms such as lactic acid bacteria.
Therefore, these products contain lactic acid which preserves the shelf life of food and inhibits the
food pathogen and microbial spoilages. This study, we focused on screening and identifying lactic
acid bacteria from chilli pastes those grown in de Man-Regosa Sharpe agar (MRS) with 1 % CaCO,,
followed by using molecular biology, the morphology study and biochemistry tests. The result
showed that 29 isolates of bacteria were found clear zone on the agar. In 5 chilli pastes, they have
14 isolates of lactic acid bacteria and 15 isolates of Pseudomonas spp. By using polymerase chain
reaction for investigating molecular biology, lactic acid bacterial isolates were identified as
Lactobacillus, Weisella and Leuconostoc. Further investigation using 16S rRNA gene with BLASTN
program and compared data in GenBank of NCBI, they could be identified for the species, i.e. 4
species of Lactobacillus, 1 species of Weisella and 1 species of Leuconostoc. Finally, each sample
was clearly analyzed for phylogenetic tree and cluster analysis for evolutionary relationships and

segmentation.

Keywords: identification of bacterial species; lactic acid bacteria; chilli paste; 16S rRNA gene
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