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Abstract

Dendrobium section Nigrohirsutae are flowering plants used for decorate buildings and places.
Currently, these orchids have been improvement from native parents by breeding program and they
were loss of certain genetic characteristics. To determine genetic relationships and identify species
or hybrids by molecular genetic techniques are important in planning for the conservation and
breeding in the future. In this research, 10 varieties of Dendrobium section Nigrohirsutae and their
hybrids were used to study using inter-simple sequence repeat (ISSR). All of 10 varieties were
identified. But, the average of polymorphic information content (PIC) = 0.27, it shown to be effective

in identifying the species at medium level.
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