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Abstract
Submergence tolerance ability is one of necessary trait for low land rice varieties. The evaluation

of submergence tolerance trait was done in 200 BC,F, progenies of cross between the tolerance
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variety, Homchonlasit and susceptible variety, CNT1. The result showed 135 plants died (susceptible)
and 65 plants survivor (tolerance). The ratio of segregation showed 3:1 (died plants: survivor plants)
indicating that a single gene controlled this trait. A submergence tolerance allele was recessive. The
evaluation of RM23887 and ARTS5 marker for selecting of submergence tolerance lines similar to
Homchonlasit variety was done in 65 submergence tolerant plants The result showed that 57 plants
were selected by RM23887 marker and while 20 plants were selected by ART5 marker. Thus RM23887

have more accuracy for submergence tolerance selection than ART5 marker.

Keywords: inheritance; submergence tolerant trait; marker assisted selection (MAS)
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