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Abstract

Start codon targeted (SCoT) markers were used to study the genetic relationships of 15 Eria

species. Thirty-five from 80 SCoT primers could be used for DNA amplification. Twenty-one primers
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which gave clear amplified products were used to generate DNA fingerprint for genetic analysis. The

results showed significant difference among 15 Eria species, giving specific fragments for each species.

A dendrogram, which was constructed based on polymorphic bands using the NTSYS-pc version 2.0

program, showed genetic similarities among 15 Eria species, resulting in their classification into 3

groups with similarity coefficients ranging from 0.37 to 0.64.

Keywords: orchid; Eria; genetic relationship; identification; SCoT marker
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