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Identification and Genetic Relationship of Rhynchostylis gigantea

and their Hybrids Using HAT-RAPD Markers
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Abstract

Rhynchostylis is one of an important and popular orchid in Thailand. However, identification based on
morphology is difficult and because of the occurrence of new varieties from breeding program and tissue
culture. High annealing temperature-random amplified polymorphic DNA (HAT-RAPD) technique was used to
identify 13 samples of Rhynchostylis gigantea and their hybrids. The total 72 random primers were screened and
41 primers could be used for DNA amplification. Twenty-nine primers which gave clear amplified products
were selected and used to analyze all samples. The result showed differences among 13 samples with specific
DNA bands. In addition, 5 of 29 random primers were found to identify each sample using only one primer. A
dendrogram based on polymorphic bands showed genetic similarities among R. gigantea and their hybrids with
similarity coefficients ranging from 0.61 to 0.84. Finally, these results indicated that the HAT-RAPD markers

are capable of R. gigantea and their hybrids verification, which will be useful in the breeding program.
Key words: Rhynchostylis gigantea, genetic relationship, identification, DNA marker, HAT-RAPD
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