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GRAPHICAL ABSTRACT ABSTRACT

Khao Dawk Mali 105 (KDML105) is a
Q g d [} o} )
KDML105* x IRBLZ5-CA (pi2), IRBL9-W (pi9), IRBLZ-FU (piz) and IRBLZT-T (piz-t) — 1%Cropseason  premium Thai rice variety widely favored for

KDML105* x F, consumption; however, it is highly susceptible to

M - blast disease. This study aimed to introgress four
BG i 2" Crop Season

|- Foreground selection (MAS; RM225) alleles of the Pi9 gene group—Pi2, Pi9, Piz, and
B‘il;(selemd: heterozygous allele) Piz-t—from resistant donor lines IRBLZ5-CA,
BC/F, seeas 3% Crop Season IRBL9-W, IRBLZ-FU, and IRBLZT-T, respectively,

into the improved KDML105* variety through

- Foreground selection (MAS; RM225)
- Background selection (MAS; AFLP)

KDML105** x BCF, marker-assisted backcrossing. Simple sequence

2 (selected; Homozygous allele & highest genetic background)

repeat (SSR) markers RM225 and Narol were used

BCF, (heterozygous allele) 4t Crop Season
- Background selection (Phenotypic selection) to detect the presence of blast resistance genes
=g
BCF, .. 5" Crop Season and the fragrance gene, respectively. Additionally,
l-Foreground selection (MAS; RM225 & Naro1) amplified fragment length polymorphism (AFLP)
- Background selection (Phenotypic selection) . e
markers were employed to identify individuals
BC,F (etected 10 tnes; homozygous allete & height genetic 6™ Crop Season

with genetic backgrounds closely resembling that
of the recurrent parent. Phenotypic traits were
also evaluated to support the selection process. The results successfully identified 10 BC,F, lines per cross that carried the targeted resistance
genes and exhibited the desired phenotypic traits, resulting in a total of 40 selected lines. These lines are recommended for further evaluation
under field conditions to assess the stability of blast resistance and yield performance. Moreover, future studies should examine their resistance
against diverse blast pathogen races under real-world growing environments, particularly in high-risk areas. The ultimate goal is to develop

new rice lines suitable for cultivation in areas vulnerable to blast outbreaks and capable of meeting the practical needs of local farmers.
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1. uni

friuguninenuzd 105 iudiiiinanm
MsFulsznuia Wevsgniudaiianuyuuasi
nduvex denaliugldlusiangs Aufingugn
111vnenued 105 dwlngjegluninziueen
Beanilowavaiamilevesusyina oegnalsiniu
F1RugAINaITIEANNgoULDRDlIALATLIAIAN]
fiw Tnsamzlsaludifiinandos Pyricularia
oryzae Fudulsafidfyuaznunisszuinegng
sorlasluiiuiionzugnudn (1] gudinermansdn
[2] liwauniugdunenugd 105 wuglvallvdl
SNBUEAIUNIUADLIA LUAY LAZVIUNIURDENTN
wndouiildmuizan farenisiududiuniu
4 dnwedy Tawn Bunuulsalugd (Pik) Buniuniu
Tsavauluwtie (Xa21) Budumumasnsyiand
e (Bph3) wag Sunumuseviudundy
(sub1) Inglideitriusunnenuzd 105 wia 4
(KDMI_105*4)Lﬁaa'aLﬁ%ﬂﬁmwmﬂiﬂqﬂmme’u’n
wugiy Jagdulassmsidumuuiulsaiugiealys
wiasugnssudmunulsalniandIiugidvien
fla AFFusumulsalml pik lunsusuussiuging
wnduszoziaiuiu mszdanuaiuisalunig
AunulsALuunIg (Broad spectrum resistance)
seolsalwilulssmelne [3] fsemufoatuiy
Frumulzalvdilundu P9 Transnsafumiudolse
InduuuninglaananBudiuniu Pik [4] wazain
191aveINTUAITNI hazan1duIded1isening
Uz (International rice research institute; IRRI)
ldtinsneaeulszansanlunisduniulsel
voaudunusis 4 Sadelundu P9 Ae Piz, P9,
Piz wag Piz-t WUIHAMUEINITAIUAITAIUNIY
Uszmnns@enamalsalundiinulusemalngld
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Snvawmioudurleviewld [7] uenanil msth
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stugliduadly Tasanunsoviild 2 uuamiandn
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uwEa3dldieTomunedisuiednidenduifiiugiu
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e 4 $oda ldun Pi2, P9, Piz uay Piz-t 910972
ﬁ’]&JVq\lJuﬁ: IRBLZ5-CA, IRBL9-W, IRBLZ-FU uag
IRBLZT-T lum91iug KOML105" Ingltisnsna
nduswAumsdadoningliiaioamneluana uaz
mMyUsziiudnuarilulndsaude elildiuginm
KDML105** fAffusumungulysl wagsesiunis
Usuimestalsalnififloniavsiudsuntadiuly
BUIAN

2. aUnsaluazisns

2.1 gunsal

2.1.1 ﬁ’uq‘%qﬁ"’lﬁﬁuﬁuﬁu (Recurrent
parent) fatn3iug KDML105™

2.1.2 Wiuggaileidusiugli (Donor
parent) Aomosiuginifdudunulsalnings
Pi9 1 4 Sada S1uu 4 aneug Yseneudae
a1eug IRBLZ5-CA (HBusinuniu Pi2), anemiug
IRBLO-W (HBusuniu Pi9), arewug IRBLZ-FU
@{@Budunu Piz) uazanewug IRBLZT-T (H8u
AN Piz-t)

2.1.3 A3e9nur8Aiduaildaniadan
dnwaupvesBuidmne 2 dnvae 1HuA 1n3eamne
FMdue RM225 [10] dwduldsiuuniusnssui
Snwmeduniulsaludingudu pio s 4 Sada
(Table 1) uazipesvsnefidute Narol [11] d1m3u
T uuniugnssuisidnuagaumey

2.2 33

2.2.1 N1509NUUUNTISRENNUTUALNITAR
@anvszvngta

HANTIUTENINU1IWUG KDML105™ iy
aeWugdnitsusiuniulsaludings Pio a4
dada loun Pi2, P9, Piz, uae Piz-t 31U 4 FHaN
19U KDML105™ x IRBLZ5-CA, KDML105"™ x
IRBL9, KDML 105" x IRBLZ-FU Wag KDML105™ x
IRBLZT-T mudndiu ndsanliganandai 1 (F)
Fawamndulymitug KOML105" ilead1suszanns
quasndutail BC FuadlfinSomneluanauuy
Simple sequence repeat 730 SSR legldlnsiwes
RM225 Amidendnwazdumulsaluififitugnssm
wuulawelslena (Heterozygous) fisuniady
Wvanedied dounddeslinandieaiiolly
UsznsgnuaLndudf BC F, uasUgneuanaz 200
#u dadendnuagiunulsaluiidiugnasuuy
A% (Homozygous) feipaamiunefitiise RM225
nndudmdenduiifiiugiuneiugnssulndifes
WugSuuniian fewmeila Amplified fragment
length polymorphism %38 AFLP théufiriunis
fadonmaunduluniitug KDML105™ Bnads 16
Uizmﬂiqﬂwamﬁuﬁlaﬁ BCF, ﬁ]’]ﬂﬁ?uﬂQﬂU%Lﬁu
dnuaizillulnd lnodnidendnvasnssiuilndiAes
fuiugiuinniian udhisUdeslvinandieaiiol il
Usyrnsgnuaundudafl BCF, Tutuneugniing

Table 1 Molecular markers utilized in foreground selection.

Sequence forward Sequence reverse

Marker Type Detection Traits
(5’-37) (5’-3")
RM225 Specific (CT18 blast TGCCCATATGGTCTGGATG  GAAAGTGGATCAGGAAGGC
marker disease
(SSR) resistance
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Ugnuszwnsgnuaundutni BCF, Yo 4 ANF
\edmdondnwugdruniulsalniuagdnwuse
Amnuveniiugnssuuuuasa TagliiaTemane
Fdue RM225 wag Narol muddu wenanni
Fauszifiudnuasilulndsiudoiiiedaden
mefusATdnvarlndiAsiuiiusFusnniian S1uou
10 eneiugsegnau (Figure 1)

2.2.2 nrsannfBuauaznIsILYINIL
Alduan18Uiise1gnle (Polymerase chain
reaction; PCR)

Wulugeududieiguszuia 3 dUas
NHUTWE-UY UazUTEYINTYINAUNAY WIalin
Aduiedeyntne1disagy Phire® plant direct

KDML105** x IRBLZ5-CA (pi2), IRBL9-W (pi9), IRBLZ-FU (piz) and IRBLZT-T (piz-t)

|

KDML105* x F,

'

BCIFI seeds
l- Foreground selection (MAS; RM225)

Bchl (selected; heterozygous allele)
1®
BCIFZ seeds
- Foreground selection (MAS; RM225)
- Background selection (MAS; AFLP)

PCR kit Bulasagludnadae Harris UNI-CORE™
15115@L?jagﬂ’mﬂamﬁuﬂmguéﬂmq 0.5 faduns
($1uau 5 5u) ldaslu PCR plate wiewduuszney
AMiflun1svi§izen PCR (Master mixture) U303
imﬁzﬂwm 10 lulasans (Table 2) floway Master
mixture Turasa PCR 13uUsoua139men Mineral
oil $1uau 1 ven Lletesiunisseive Mt
waon PCR ldadlundas Thermal cycler ugaia
Tsunsusuouly (Table 3) ifleUfAzenmsiiiu
snauiiBueiasadu 1h PCR plate panainipies
wd AN Sequencing dye 10 lulpsams tAulilu
utiigaumall 4 ssniwaidea

1¥ Crop Season

2™ Crop Season

3™ Crop Season

KDML105* x

|

BCZFi (heterozygous allele)

|

BCZFZ seeds

|

BCZFZ (selected 10 lines; homozygous allele & height genetic background)

Figure 1

BC

1F2 (selected; Homozygous allele & highest genetic background)

- Background selection (Phenotypic selection)

@

- Foreground selection (MAS; RM225 & Naro1)

- Background selection (Phenotypic selection)

4™ Crop Season

5% Crop Season

6™ Crop Season

Breeding scheme for the development of blast resistance in KDML105™ rice variety with four

alleles of Pi9 gene by backcross breeding method.
“MAS” indicates the Marker Assisted Selection.

“AFLP” indicates the Amplified Fragment Length Polymorphism.
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Table 2 The concentration and volume of the solution used in the polymerase chain reaction;

PCR.

Stock PCR concentration Final PCR volume (pL)
2x plant PCR buffer 1x 5
5 pmol forward primer 0.5 umol 0.5
5 pmol reverse primer 0.5 pmol 0.5
Phire® Hot Start DNA polymerase - 0.2
Sterile distilled H O - 3.8
Total - 10

Table 3 The conditions used for setting up the polymerase chain reaction; PCR.

Steps of reaction

Temperature (°C)

Time (Seconds)

First denature 98 300
Denature 98 5
Annealing 55 5
Extension 72 30
Final extension 72 60
Hold 16 o0

2.2.3 n1slinSanedisuiasabandu
{WmIeUasATIFOUAIIITDUN NN TTUAY
Wugsy

msfadonduthnnefiietestudnuee
wusnssuiunulsalvsingy P9 e 4 Sada u
Usz‘mﬂigﬂmamé’uﬁwLﬂ%’lammaimaqa%ﬁm SSR
FeflmusunIzuazaIusansI9de USn Y
WugnssuiiFeanisldedsusiug Tagun PCR
Product Usunns 4 lulasdnsvesinazsiiegmen
a3UU Polyacrylamide gel WazLenUUIARLDULD
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preunseualniinlussuu Polyacrylamide gel
electrophoresis (PAGE) madlnl 45 dns Tviuaud
(Dye) ipdeuiiaauliszozUszann 30 wuRiuns
3iUapdes Mntudeudnaiionsavaeuvuines
LaUALEUIY Silver nitrate (AgNo ) Ms3BM5v0
Benbouza et al. [12]
N1IATIVADUAIULMTBUNINUTNT T
sEMUsEvInsgANANNAUTHT BC F, Auiiugiu
TagltieSomuneluanauuy AFLP Fadumadad
asaTUNANINAINAIEVN LN TUlARE
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Tusegansamn Iemglathdegrsludndaiinsysids
WwosUuanisadutowmalulad un1ine de
NwATAERS Ienuaiuneiay Jmiauasusy
Budusensatamaueanluini wazihmsue
USuna 0.5 lulasnsy wndesmieioulusifniuniy
aowwiln léun Eco Rl waz Tru 91 @adueulesdiisn
Aduelusumiaiientiu Mse 1) MntuIadouse
fu Adapter fifiduiiaralelndsunizasaiu
funsansivoaeuleiisans I8un Fco Ri-adapter
uaw Mse l-adapter sloanntufindSinamiduede
UFATe1 PCR Tnaidonldlwsieiianinnuuansng
(Polymorphism) sgninswugneuaziugus 4
Tnswesinniu 10 4 Usznouelnsiesuomiadny
Eco Rl way Mse | (Table 4) 11 PCR Product #il&
insgdaneRunimduememaia AFLP anu3s
383 Vos et al. [13] F633n15denananunsauans

Table 4 Ten primers used for DNA fingerprinting.

sUuvuLaUABue e uazuunusriouazusl
Ipgstdniau

2.2.4 mM3Usziuanyaen NI ens uas
HanEATaeR

nsdmdonmeilulndidusnniduneu
dinltiasunsindendnvazynaiugnssy tie
Tldndaaneiusisidnuaznensinensilndides
fuugsu Tneugnuszvinsdingnuaundudai

]
v

BC,F, 71 4 e uazdnidenduifidnuazmenis
inwaslndiAgeriuiug KOML105™ Snnugnavas
10 aneiiug ileUsziiiudnuazmeillulnd Usznou
meanwalzddny o ANugey Suturiesens
Frurusiesons Sruaumdafdesas twin 100
widn warthminuidndens udaduIumANEAETES
wiaranwazUSsulsuiuiugsy

q

No. Eco Rl adapter Mse | adapter
1 ER-AAC MS-ACC
2 ER-AAC MS-AAC
3 ER-AAC MS-AGT
4 ER-ACC MS-CAA
5 ER-ACC MS-CAC
6 ER-ACC MS-CGT
7 ER-ACC MS-ACC
8 ER-ACC MS-AAC
9 ER-AAC MS-CAC
10 ER-AAC MS-CGT
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3. HAN15I8kATINT

3.1 msfadendutagauaundudail BC F uas
BC F, Tnelfinsoamnefidue
Nnsliledesmnefidue RM225 Siuun
anwaugiunulsa lndluiugnenazud wuid
\A3B IR AINEIANNTARENALLANGNS
Tuiugvieuazualls ilelieSomnediduednidon
Fuiidnuaiziugnssuuuuiemelslefaluuszensg
GG BC F, w4 4 guan Taednidendudi
wanssUuuUTaskaUASwemilouiaiugnouazl
WU fugneamndutng BC F, 91neuay KDML105™
x IRBLZ5-CA (Pi2) §3mu3u 47 #iu fiasl KDML105™
x IRBLO-W (Pi9) 19111 43 iy fwas KDML105™
x IRBLZ-FU (Piz) 49143 50 AU dazdnay
KDML105"* x IRBLZT-T (Piz-t) 3w 33 fu
(Table 5) 9ntudeslifuiigndnionuauiaies
ldUszrnsgnuanndud BC F umisdniden
WugnssuuuuAsih Tnednidenduiinanaguiuures
uaudidueinsafuiuglivieiudrie fafetns
(Figure 2) Hansdndenwudn Fugnuasunduti

BC F, 91nguas KDML105™ x IRBLZ5-CA (Pi2) {
U 4 6 guen KDML105™ x IRBL9-W (Pi9) 4l
WU 14 6 ANan KDML105™ x IRBLZ-FU (Piz)
U 6 AU uAzanay KDML105™ x IRBLZT-T
(Piz-t) §31191 11 Ay (Table 5) Han13AALEaNGIY

q
l

\A3eIVINEMEue RM225 wansliidiuiening
Fumnzvauniomnemsuelunssnungudng
fifu Pio Tuusaziuldegauudn Feuandlimdiuis
Sasaudidalunslsuiitidusuniuwuunss
tunnnsetiluusiasdu Tnsamsluguaudiiou pio

way Piz-t Nansnsadaidentaludiuiugnindudy

3.2 nsUsmifiufugiuiusnssuvasdnngnuay
ndudai BC F_ Taeldinsosvaneluiana AFLP
Tunisuivdsaiugdnniledienendy
Fnumulsalngidngiugtn KOML105™ ladintsway
ndufuaeussBusunulsalwsingy P9 S1unu
4 eneviug uethdfugnuesndudai BC F fidiums
dadonmaiugnsuluseduBuinussidiuiiugu
wugnssulndiAsaius Fuseiaiesmunsluiana
AFLP Wan153As18vinudn guas KDML105™ x

Table 5 The number of plants in BCF, and BC F, progenies were selected by RM225 marker.

No. of BC F, progenies®

No. of BC F, progenies®

Crosses Target heterozygous Homozygous
alleles  Total alleles Total dominant alleles
(Aa) (AA)
KDML105™ x IRBLZ5-CA Pi2 87 a7 38 4
KDML105" x IRBL9-W Pi9 81 43 52 14
KDML105" x IRBLZ-FU Piz 89 50 38 6
KDML105" x IRBLZT-T Piz-t 76 33 35 11

“Aa” indicates the SSR marker of heterozygous alleles.

“AA” indicates the SSR marker of homozygous dominant alleles.
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Figure 2
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S : . ) Y
',\HBHA BWEB S RFASET FS IS

\

24 25 26 2728 2930

Identification of BClF2 progenies using RM225 marker; P1, recurrent parent (KDML105" rice variety);
P2, donor parent (IRBLZ5-CA, IRBL9-W, IRBLZ-FU and IRBLZT-T lines) and 1-30, BClF2 progenies.

“A” indicates the SSR marker of homozygous recessive alleles (aa).

“B” indicates the SSR marker of homozygous dominant alleles (AA).

“H” indicates the SSR marker of heterozygous alleles (Aa).

IRBLZ5-CA (Pi2) fifumuneiay 138 Aidiugiu
wusnsalndiAesiusTusnniigndl 72.27% wsiduds
nanliausandawdnld eiadendununeias
124 unu Fediftuguiugnssulndifesiuguegi
66.98% dwsugandue wuin fumineas 37 910
Auawn KDML105" x IRBLO-W (Pi9) fifiugu
wugnssulndifsuiugsiu 86.29% Aumneay 80
9n@HAN KDMLL05™ x IRBLZ-FU (Piz) Sfiugnu
wugnssulndifsaiugsu 87.23% uagiumneiay
100 91n@Hen KDML105™ x IRBLZT-T (Piz-t) fiftu
FuiugnssulndlAesiugsu 84.11% (Table 7) wa
nsldieSeamnefiduienuy SSR $afu AFLP 9ae
Toannsodndenduiniiifuguiugnsslndides
wiusugeanlatie 87.23% lennelu 2 $agunisuan
ndutuagieufeuszAnsnmueauuamisnisly
Marker-assisted backcrossing Tun1saisgusses
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e wagtiuauusiudilunsauniusinesnad
UsednSnn @enmdeeiuauideves Pricharoen
etal. [14] AlfieRoavmne SSR Tumsmenondnune
AMUNBNINTIIRUGUNNsIT 1 TUdaiug CHA
widmdenduiifiugumetugnssuinieuiussy
felAong AFLP wuin ansodaidenduiid
fugumeiusnsslndifesiug3ulafe 91.67% lu
o BCF, Faudeuvinfunssaunduluda BCF, sy
FEmsuuuAaAn (Conventional breeding) Han"3
Anwisassiiaonndosiuluuduosnisiusudn
n1518 Marker-assisted backcrossing unlaglu
ﬂszmumiU%UU@qﬁuﬁ:LﬂuLmeqﬁﬁﬂis?m%mW
Tasiamglufinasughvegnadn idesnudnuas
naanIANYesufulindeudunisidiu
AnanTAFunulsAanRUgY [15, 16]
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Table 6 The top 3 genetic similarity of BC F, progenies similar to KDML105™ rice variety

Crosses Plant number  Percentage of KDML105" Notes
KDML105" x IRBLZ5-CA 138 72.27 Undeveloped seeds
130 70.09 Undeveloped seeds
124 66.98 Developed seeds
KDML105" x IRBL9-W 37 86.29 Developed seeds’
a4q 83.49 Developed seeds
a7 82.24 Developed seeds
KDML105™ x IRBLZ-FU 80 87.23 Developed seeds’
84 85.67 Undeveloped seeds
67 83.8 Developed seeds
KDML105™ x IRBLZT-T 100 84.11 Developed seeds’
113 83.49 Developed seeds
91 82.55 Developed seeds

“" Indicates the selected plant.

3.3 NsUsTIEUANEUSNIINISINEAS IUUSZYINS
grwnanndutafl BCF,

ludssmnnsguaundudaii BCF 1idaiden
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Ig3unsUdeslnausnes antusafuwdaily
Uqﬂlﬂuﬂizmﬂiqﬂmamﬁu%ﬁ BC F, n3uun1s
Fadandananiiitnunafielasuadaadesnm
Y9sdnYUENINIINYATTIRaUsTasAAIUGAUS
Snwrdusmunulsalug TagendedSnsusyiiiy
Snwaueillulng waziduiiiiunisussdudosty

70

luAndentiiutAudgaIemuneluanatutigu
dnly
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BC,F, progenies .

© KDML105™ KDML105* BC,F, progenies

© (d)

Figure 3 Phenotypic selectionin BC F progenies to selected plants which had agronomic traits as KDML105"
rice variety: (a) KDML105™ x IRBLZ5-CA, (b) KDML105™ x IRBL9-W, (c) KDML105** x IRBLZ-FU and
(d) KDML105™ x IRBLZT-T.
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iwSesvanefidue Narol dsldduunduneniiiu
dnuwagnenunmitddnesinaiug KOML105*
NHANTARERN NUTlULAREARANAINTOAR
Benduiitiiaiusnasudunlsalvdivazenumon
wuuAsal il e KOML105™ x IRBLZ5-CA 971
sufiihiugnssusumulsaluifisada piz d1uau 25
#u AdonduniiiBunnamenlasium 20 fu gua
KDML105™ x IRBLO-W 9 néiuiifidada P9 S1uu
75 du AadenduiitBurumenlsisiuau 33 du
AN KOML105™ x IRBLZ-FU andfuiiiidada Piz
U 57 fu WUTINNAUIRUGNITUANNMBULUY
A wazgnas KOML105™ x IRBLZT-T annsiuiil
§adia Piz-t 17U 66 Fu aansadndonduniiioy
anuvonlFd1uIu 30 fu (Table 7) nsiinuin
Usywns BCF vosgues KOML105™ x IRBLZ-FU
HiugnIIuANUTINATUYNGU (100%) Uanein ane
ugrielutagu BC F figndndeniidnunizenumen

'
=
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3.5 MIUTLIUSNBAULNINNITNEAT LaTHANER
Wosdulugnuaundudaii BCF,
msfmdendutngnranndudad BCF, I
Tfsdoyanugnssunasdnumgnenisinens
Uszneuiu Tnedaideniugnssuduniulselvsid
FUVUSTRER Pi2, P9, Piz WAg Piz-t WAgUINTIH
AIeNLUUAITITheIATamneTuananou 910
fuieuiilevanadsvesdnumzmnaninnuasi

o v v o ¢

dfgiuiugsy man1maasanudl argiugend

P v P

anwaunduiaugeiulidunnd1aiunisadag
Wisuifleuiuiussu Tnedenndeminiu 150.53 gu.
FIWIUTIEOND WU AAULANE ot d Ay
n1eadAfsEdu 0.01 (p = 0.0031) Tnoguan
KDML105™ x IRBLZT-T lsidmnusisadegeiian
(5.70 7:3%9n0) S1WUNAAFFEII WUt liuansing
fumsadislosFouifisuiuiugiu Tnedaads
Wiy 116.93 widin dmtin 100 wdn wui faon

Table 7 The number of plants were selected for homozygous alleles of blast resistant and aromatic

traits in BC2F2 progenies.

Numbers of plants selected

Crosses Total
Blast resistant’ Aromatic?
KDML 105" x IRBLZ5-CA (Pi2) 83 25 20
KDML105** x IRBL9-W (Pj9) 240 75 33
KDML105* x IRBLZ-FU (Piz) 237 57 57
KDML105* x IRBLZT-T (Piz-t) 240 66 30

1,07

"indicates the sequence of the stepwise selection procedure.
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Table 8 Major yield component traits of the top ten BCF selected plants with four crosses

compared with a recurrent parent.

Yield components

. Plant No. No. filled Total grains
Crosses/variety Grains weight
height panicles grains (per weight
(g/100 grains)
(cm)  (per plant)  panicle) (g/plant)
KDML105" x IRBLZ5-CA (Pi2) 165.00 5.50 124.50 2.71 10.98
KDML105" x IRBL9-W (Pi9) 142.14 5.43 116.71 2.62 11.38
KDML105" x IRBLZ-FU (Piz) 153.67 5.67 112 2.79 11.82
KDML105" x IRBLZT-T (Piz-t) 142.5 5.70 114.5 2.52 12.25
KDML105™ (recurrent parent) ~ 149.33 5.33 125.33 2.38 15.28
Means 150.83 5.58 116.93 2.66 11.61
SD 10.86 0.06 5.40 0.06 0.55
p-values 0.7586 ns  0.0031 ** 0.0582 ns 0.0015 ** 0.0011 **

“ns” indicates a non-significant difference.

“**” indicates a significant difference at the 0.01 probability level.
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