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Genetic Relationship among Vanda Section Ascocentrum

Based on HAT-RAPD and ISSR
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Abstract

Vanda section Ascocentrum is orchid that has tiny petal. It almost distributes on Southeast
Asia and usually cross breeds for new hybrids with other Vanda in recently. Result in Vanda
section Ascocentrum identification base on morphology have been confusion and unclearly.
Therefore HAT-RAPD and ISSR techniques were used to assessment of genetic relationships
among 10 species of Vanda section Ascocentrum. There were used 21 random primers for HAT-
RAPD and 7 microsatellite primers for ISSR were selected. The total 372 and 99 bands were
detected respectively. The both DNA marker techniques were produced different DNA
fingerprinting that was analyzed similarity coefficient. There were 0.30-0.70 and 0.26-0.72
respectively and analyzed correlation coefficient with the Mental test is 0.76. It was indicated that
the data from both DNA marker techniques can be analyze together, similarity coefficient was
0.29-0.70 and PIC average 0.26. The dendrogram were constructed based on UPGMA method
showed similar among 3 dendrograms of Vanda section Ascocentrum. Consequently, both DNA
marker techniques were effectively to assessment of genetic relationships and identify species of

Vanda section Ascocentrum.
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high annealing temperature-random amplified
polymorphic DNA) 3algwmuntuiioandados
yeunnine1siea na1afe ensiedeudiud
wldnamilowdy Ineifingamgdludunsumsaids
JuiuAduoustiuy (DNA template) voslnsiues
(primen  @afisnsaruinanunsaldlunisuszdiu
Anuduiusveandlgldananaivuazananing

nauesanelaeg1aiusednsnm [15,16]

L4 a
2. gunsaluazdznNIg
2.1 frpgnanaieldanawiudinya
14 4 %4 (=4
nanglianawiuingidunuluyssine
lne 4 Wug lewn Wuwan [Vanda
L.M.

earayi

(chictenson) Gardiner]  tJuuag [V,

curvifolia (Lindl) LM. Gardiner] iduuanmen

widea (V. garayi var. yellow) 1fusiag [V,

ampullacea (Roxb.) LM. Gardiner] wagndaelsl

< I v & 14 l® a
gnatuunigInen 2 NUY Taun Wulgauny [V.

13

christensoniana (Haager) L.M. Gardiner] wagii

v
P

guuu (V. nana LM. Gardiner) uananilédl
Y] v & 1 aa a o A
ﬂa'ﬂEJ‘lllﬁqaL“UllﬁJ'NWLﬂ@ﬂqﬁL‘UaﬁJu LUasuesdnau
aon 3 fug loun Wushaien (V. ampullacea
var. album) \Jusihmendy (V. ampullacea var.
aurantiacum) tussnenwae (V. ampullacea
var. moulmeinense) waziduiisauunends (V.

christensoniana var. orange) MunulE@ANYIlU

[
[

Asail
2.2 psanawenadueanlunaaelsl

afauendoueanndleliianadusie

&

SUsrynfaIn Doyle

q

waz Doyle [17] laedi

D

Fudglunaqelyl 3-4 N5y waruualulnssls

avdumdundasldlulnsiauman Wy EB buffer



5ar5mermansiasinalulad

T 23 avuil 3 nsngIax - Augrey 2558

(extraction buffer fiUsznaudie 4 % CTAB, 2.5
M NaCl, 0.6 % SDS, 20 mM EDTA pH 8.0, 100
mM Tris-HCl pH 8.0 UWag 0.1 % sodium metabi-
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et dnluvyuniesd 12,000 xg Wuan 10
Wil gaarsazargladiuvuldvasnlvil ududu
linear polyacrylamide Wag isopropanol Uu1ns
1 i wasl R Iudeieafuuduiluuniigumgd
-20 pamgalfoa thlunyuniosd 12,000 xg
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Snuaziiuanionn wsensuautnevdwanady
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vijuoalaulns@a (section Ascocentrosis) [23]
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